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Erratum: A butterfly pan-genome reveals that a large amount of structural variation
underlies the evolution of chromatin accessibility
Angelo A. Ruggieri, Luca Livraghi, James J. Lewis, Elizabeth Evans, Francesco Cicconardi, Laura Hebberecht,
Yadira Ortiz-Ruiz, Stephen H. Montgomery, Alfredo Ghezzi, José Arcadio Rodriguez-Martinez,
Chris D. Jiggins, W. Owen McMillan, Brian A. Counterman, Riccardo Papa, and Steven M. Van Belleghem

In the initial publication of the article mentioned above, one of the corresponding authors’ email addresses
was inadvertently omitted. The correct email addresses are as follows:

Corresponding authors: steven.vanbelleghem@kuleuven.be, rpapa.lab@gmail.com

In addition, the following corrections have been made to Figure 3: In part A, on the bottom x-axis labels, the
terms “H. charithonia” and “H. erato” have been italicized. In part C, on the left y-axis label, the words
“Proportion unique” have been removed; on the bottom x-axis label, the words “chromosome length
(Mb)” have been clarified.

This article has already been corrected in both the PDF and full-text HTML files online.
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