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Supplemental Table S8 was inadvertently excluded from the initial publication of this article. Please note that
Supplemental Table S8 has now been published online in the Revised Supplemental Material.

doi: 10.1101/gr.275614.121

934 Genome Research
www.genome.org


http://www.genome.org/cgi/doi/10.1101/gr.275614.121
http://genome.cshlp.org/
http://www.cshlpress.com

