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Corrigendum

Genome Research 28: 998-1007 (2018)
Corrigendum: Inherited DNA methylation primes the establishment of accessible chromatin
during genome activation
Guifen Liu, Wen Wang, Shengen Hu, Xiangxiu Wang, and Yong Zhang
In the above-mentioned article, two supplemental tables contained errors that have now been corrected on-
line in the Revised Supplemental Material. The errors relate to the morpholino nucleotide sequences in
Supplemental Table S3 and the primer sequences in Supplemental Table S4.

The authors apologize for any confusion this might have caused.
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