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Bubble-chip analysis of human origin distributions demonstrates on a genomic scale
significant clustering into zones and significant association with transcription

Larry D. Mesner, Veena Valsakumar, Neerja Karnani, Anindya Dutta, Joyce L. Hamlin,

and Stefan Bekiranov

In the legend to Figure 1, some elements were incorrectly identified. The second sentence
of the legend should read as follows:

(A) Frame 1 illustrates the principle of the bubble-trapping procedure, with agarose (Ag) indicated
by the network, bubbles (Bb) indicated in green, and single forks (Fk), termination structures (X),

and linear fragments (L) indicated in red.

The authors apologize for any confusion this may have caused.
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