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sequencing, gene discovery, infor- 
matics, statistical and mathematical 
methods, technology development, 
and gene function. 
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2.Genome Research supplements 
and enhances editorial content with 
electronic presentations on the World 
Wide Web. 

Check out the example at 
ht tp : / /www.csh l .o rg / jou rna ls /g r /sup-  
plement/and on-line abstracts for 
1996 issues. 

3. Genome Research publishes review 
articles that put current research 
accomplishments into perspective. 

Hyper-recombination and Bloom's 
Syndrome: Microbes Again Provide 
Clues About Cancer 
Rodney Rothstein and Serge Gangloff 

Around the Genomes: The 
Drosophila Genome Project 
Gerald M. Rubin 

4. Genome Research is expanding the 
"PCR Methods and Applications" 
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ods germane to genome research m 
henceforth, the "Genome Methods" 
section. 
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David Nash, David Pilgrim, John Bell, Kenneth 
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5. Genome Research has also begun 
publishing letters m concise reports 
describing the structure, sequence, 
expression, and/or other biologically 
relevant features of a gene, with 
supplementary data made available 
electronically. 
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Articles labeled with this symbol have additional data presented electronically 
on the journal's WWW site found at http'//www.cshl.org/gr {follow the links 
from "'online supplements."~ 

COVER Giardia duodenalis. CRP136 mRNA induction in G. duodenalis is under the control of a telomeri- 
cally regulated position effect that evolved early in the eukaryotic lineage. (For details, see Upcroft et al., 
p. 37.) 




