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TaKaRa LA Taq

LA Taq DNA Polymerase
achieves longer DNA amplification with high fidelity;
especially suitable for human genomic fragments (up to 30kb)

LA Taq Inside

Powerful kits for Long and Accurate (LA) PCR

TaKaRa LA PCR Kit Ver. 2
This kit includes LA Taq , special
buffer concentrates (with and
without Mg*), a dNTP mix, a control 4
set of A phage DNA and pnmers
and MW markers.

X
TaKaRa LA PCR in vitro
Mutagenesis Kit

-
TaKaRa LA PCR in vitro
Cloning Kit

Achieves amplification of long,
unknown regions of plasmid, cDNA
or genomic DNA. Requires only
one user-prepared primer, as this
kit includes six restriction enzyme-
specific cassettes.
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TaKaRa LA Taq

V4
TaKaRa RNA LA PCR Kit

(AMV)
For efficient amplification of longer
cDNA templates following RNA
PCR. All reactions are performed
in a single tube and RTase is
conveniently pre-diluted and ready
for immediate use.

Provides a simple and efficient way
to introduce site-specific mutations
into longer DNA cloned in either
pUC or pUC-derived vectors. Only
one primer is required and no
repeated transformations are
necessary.
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TAKARA SHUZO CO.,LTD.

BIOMEDICAL GROUP

Otsu, Shiga, Japan

Phone:+81 775-43-7247 Fax:+81 775-43-9254

Europe

TaKaRa Biomedical Europe S.A.

92230 Gennevilliers, France
Phone: +33 14147 01 14
Fax: +33 147 92 18 80

Korea

BOHAN (TaKaRa-Korea) Biomedical Inc.

Seoul, Korea
Phone: +82 2-577-2002
Fax: +82 2-577-3691

North & South Americas

PanVera Corporation
Madison, WI 53711

Toll Free: 800-791-1400
Fax: 608-233-3007

E-mail: info@panvera.com

Only U.S.A.

Oncor. Inc.
Gaithersburg, MD 20877
Toll Free: 800-776-6267
Fax: 301-926-6129

E-mail: custsvc@oncor.com
" TaKaRa's PCR related products are sold under licensing arrangements with Roche Molecular Systems and F. Hoffman-La Roche Ltd. and The Perkin-Elmer Corporation. Purchase of this product is accompanied by a limited license to use them
in the Polymerase Chain Reaction (PCR) process for research in conjunction with a thermal cycler whose use in the automated performance of the PCR process is covered by the up-front license fee, either by payment to Perkin-Elmer or as
purchase, i.e., an authorized thermal cycler. ** Licensed under U.S. Patent 5,436,149
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