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1.Genome Research publishes the 
best and most creative research on 
physical and genetic mapping, DNA 
sequencing, gene discovery, infor- 
matics, statistical and mathematical 
methods, technology development, 
and gene function. 

A Novel In Vivo Method to Detect 
DNA Sequence Variation 
Malek Faham and David R. Cox 

The Genexpress Index: A Resource 
for Gene Discovery and the Genic 
Map of the Human Genome 
R~,mi Houlgatte, R~gine Mariage-Samson, 
Simone Duprat, Anne Tessier, Simone Bentolila, 
Bernard Lamy, and Charles Auffray 

A Biometrical Genome Search in 
Rats Reveals the Multigenic Basis 
of Blood Pressure Variation 
Nichola J. Schork, Josi~ E. Krieger, Maria R. 
Trolliet, Klebber G. Franchini, George Koike, 
Eduardo M. Krieger, Eric S. Lander, Victor J. 
Dzau, and Howard J. Jacob 

Karyotype Distributions in a 
Stochastic Model of Reciprocal 
Translocation 
David Sankoff and Vincent Ferretti 

A Physical Map of Chromosome 2 
of Arabidopsis thaliana 
Eve Ann Zachgo. Ming Li Wang. Ju[ia 
Dewdney, David Boucliez. Christlike Camilleri. 
Steptie~l Belmonte. Lu Hurling. Mauree~7 DolabT, 
and Howard M. Goodman7 

2.Genome Research supplements 
and enhances editorial content with 
electronic presentations on the World 
Wide Web. 

Check out the example at 
http://www.cshl.org/journals/gr/sup- 
plement/and on-line abstracts for 
1996 issues. 

3. Genome Research publishes review 
articles that put current research 
accomplishments into perspective. 

Hyper-recombination and Bloom's 
Syndrome: Microbes Again Provide 
Clues About Cancer 
Rodney Rothstein and Serge Gangloff 

Around the Genomes: The 
Drosophila Genome Project 
Gerald M. Rubin 

4. Genome Research is expanding the 
"PCR Methods and Applications" 
section to incorporate more meth- 
ods germane to genome research - -  
henceforth, the "Genome Methods" 
section. 

Cross-screening: A New Method to 
Assemble Clones Rapidly and Un- 
ambiguously into Contigs 
Iohn Locke, Greg Rairdan, Heather McDermid, 
David Nash, David Pilgrim, John Bell, Kenneth 
Roy, and Ross Hodgetts 

5. Genome Research has also begun 
publishing le f fers-  concise reports 
describing the structure, sequence, 
expression, and/or other biologically 
relevant features of a gene, with 
supplementary data made available 
electronically. 

Don't get left behind. Subscribe today! 
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Manuscripts may be 
submitted to: 

Cold Spring Harbor 
Laboratory Press 
1 Bungtown Road, Cold 
Spring Harbor, NY 11724 
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Working with various genome centers and 

overseas investigators, "Research Genetics 
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