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Introducing IMPACT,~a new kit for obtaining 

pure native protein after a single affinity step. 

Developed from basic research at New England 
Biolabs on protein splicing, IMPACT" uses a new 

class of proteins called "inteins" modified to 

undergo directed cleavage at 4°C when induced 

by thiol-reagents such as DTI. Simply clone your 

target protein into the provided expression vector 
to create a target protein-intein-chitin binding 
domain (CBD) fusion. Bind the fusion protein to a 
chitin bead column, wash, induce on-column 

intein cleavage by adding DTT and then elute your 
native target protein at > 98% purity. 

Advantages of the IMPACT" system 

O One step affinity purification 

O Procedure carried out at 4°C 

o Yields protein with native sequence 
O No polyhistidine tags 

O No proteolytic cleavage of fusion protein 
O Requires only chitin beads 

• Can label target protein C-terminus 

L T H E  N E X T  S T E P  For more information, call 1-800-NEB-LABS 
or visit the NEB web site: http://www.neb.com 

New England Biolabs Inc. 32 Tozer Road, Beverly, MA 01915 USA 1-800-NEB-LABS Tel. (508) 927-5054 Fax (508) 921-1350 email: info@neb.com 
New England Biolabs Ltd., Canada Tel. (800) 387-1095 (905) 672-3370 Fax (905) 672-3414 email: info@ca.neb.com ~ [ ~ ~ ~ ~ E W  

ENGLAND New England Biolabs GmbH, Federal Republic of Germany Tel. (0130) 83 30 31 (06196) 3031 Fax (06196) 83639 emaii: info@de.neb.com • 

J L , e I R . , / ~ O  Inc. 
DISTRIBUTORS: Australia (07) 5594-0299; Belgium (0800)1 9815; Brazil (011) 66-3565; Denmark (31) 56 20 00; Finland (9) 584-121; France (1) 34 60 24 24; 
Greece (01) 5226547; Hong Kong 2649-9988; india (542) 311473; Israel (03) 5351205; Italy (02) 381951; Japan (03) 5820-9408; Korea (02) 556-0311; Mexico (5) 519-3463; 
Netherlands (033)495 00 94; New Zealand (09)418-3039; Norway 22 2204 11; Singapore 4457927; Sweden (08)30 60 10; Switzerland (061)481 47 13; Taiwan (02)8802913 
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COVER Y chromosome haplotypes in human populations. Shown is a network display of haplotype 
relationships where each circle represents one haplotype. (For details, see Deka et al., p. 1177.) 


