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Introducing IMPACT;"a new kit for obtaining Advantages of the IMPACT™ system
pure native protein after a single affinity step.
Developed from basic research at New England

MBP

© One step affinity purification
© Procedure carried out at 4°C

Purification of
Maltose-Binding Protein
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after inducing cleavage

overnight at 4°C. intein cleavage by adding DTT and then elute your

native target protein at > 98% purity.

For more information, call 1-800-NEB-LABS
THE NEXT STEP o visit the NEB web site: http://www.neb.com
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COVER Y chromosome haplotypes in human populations. Shown is a network display of haplotype
relationships where each circle represents one haplotype. (For details, see Deka et al., p. 1177.)



