
Instructions to authors 

GENOME R E S E A R C H  welcomes high-quality research 
papers reporting new data in physical and genetic map- 
ping, DNA sequencing, gene discovery, informatics, sta- 
tistical and mathematical methods, DNA-based technol- 
ogy development, gene function, genome structure and 
function, and human  disease. The journal also publishes 
review articles, short reports, and summaries of physical 
mapping and large-scale sequencing projects. All submis- 
sions to the journal will be peer-reviewed. 

Publication time from acceptance of manuscript is 
within two months.  For papers accepted subject to revi- 
sion, only one revised version will be considered; it must  
be submitted within two months  of the provisional ac- 
ceptance. 

The journal accepts papers that  present original re- 
search that has not previously been published. Submis- 
sion to the journal implies that  a paper is not currently 
being considered for another journal or book. It is also 
understood that  researchers who submit papers to this 
journal are prepared to make available to researchers ma- 
terials needed to duplicate their work. Authors of ac- 
cepted manuscripts must  submit mapping and sequence 
data to the appropriate data bank and provide an acces- 
sion number  for this data at the page proof stage. 

Papers should be submitted to: 

Judy Cuddihy, Managing Editor 
Genome Research 
Cold Spring Harbor Laboratory Press 
One Bungtown Road 
Cold Spring Harbor, NY 11724 
e-mail: cuddihyj@cshl.org 

Manuscript preparation 
Five copies of the manuscript should be submitted; at 
least four of these copies should have original art. A cover 
letter should include: (a) name, address, telephone num- 
ber, FAX number, and e-mail address of author responsi- 
ble for correspondence regarding the manuscript;  (b) 
statement that  the manuscript has been seen and ap- 
proved by all listed authors; (c) any specific requirements 
for reproduction of art; (d) status of any statements of 
personal communicat ion or other permissions needed; 
and (e) statement regarding databank submission of data. 

The following order of manuscript sections is pre- 
ferred: title page, abstract, introduction, results, discus- 
sion, methods, acknowledgments, references, tables, fig- 
ure legends. Computer  pr in touts  of the manuscr ip t  
should be of letter quality, and each page should be la- 
beled with the first author's name and a page number. 
The methods presented should be detailed enough to al- 
low any qualified researcher to duplicate the results. 

References are name/date citations in text; please do 
not cite by number. Undated citations (unpublished, in 

preparation, personal communicat ion)  should include 
first initials and last names of authors. The reference list 
should be presented in alphabetical order. Bibliographic 
information should be supplied in the following order. 
For journal articles: Saiki, R.K., S. Scharf, F. Faloona, K.B. 
Mullis, G.T. Horn, H.A. Erlich, and N. Arnheim. 1985. 
Enzymatic amplification of ~-globin genomic sequences 
and restriction site analysis for diagnosis of sickle cell 
anemia. Science 230: 1350-1354. 
For books: Sambrook, J., E.F. Fritsch, and T. Maniatis. 
1989. Molecular cloning: A laboratory manual, 2nd edition. 
Cold Spring Harbor Laboratory Press, Cold Spring Harbor, 
New York. 
For book chapter: Miller, J.H. 1972. Generalized transduc- 
tion; use of P1 in strain construction. In Experiments in 
molecular genetics (ed. J.H. Miller), pp. 201-205. Cold 
Spring Harbor Laboratory, Cold Spring Harbor, New York. 

Figures should be supplied as high-quality, glossy 
prints. All figures should be labeled with the first author's 
name, the figure number, and an indication of the top of 
the figure. The size of the figures will be adjusted to fit the 
journal format; therefore, please try to keep labels, sym- 
bols, and other call-out-devices in proportion to the fig- 
ure size and detail. Authors wishing to publish four-color 
art must  pay the associated publication costs; price esti- 
mates will be provided on acceptance of the paper. 

Accepted manuscripts 
Paper length in the journal is between 2 and 12 journal 
pages. A manuscript of 28-32 typed, double-spaced pages 
with 27 lines of 11 point  text per page (a manuscript of 
63,000 characters) with 4-6 figures and 1 or 2 tables will 
translate to 12 printed pages in the journal. 

Accepted manusc r ip t s  shou ld  be suppl ied  as a 
printed-out manuscript and on a disc to expedite type- 
setting. Please supply the manuscript as an ASCII text file 
if possible. If a word-processing file is being sent, please 
do not  include any underscoring, italic, or boldface; spell 
out special characters (Greek, math); use two carriage re- 
turns at the end of each paragraph, subheads, and list 
items. Indicate on the disc: computer brand name, type 
of file (text or word-processing), name of software, and 
disc format. Accepted manuscripts can be e-mailed to 
cuddihyj@cshl.org, but  a confirming printout of the pa- 
per should to sent to the journal offices. 

Proofs are considered the final form of the paper and 
corrections can be made only in the case of factual errors. 
If additional information must be added at this stage, it 
should be in the form of "Note added in proof," subject 
to the approval of the Editors. 

To help defray the cost of publication, a charge of $20 
per page will be made for publication in Genome Research. 
Authors unable to meet these charges should include a 
letter of explanation upon acceptance for publication; in- 
ability to meet these charges will have no effect on ac- 
ceptance and publication of submitted papers. 
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il ~I(!I~.I- . USA, Canada, Latin America 
G E N S E T  Corporation (La Joila, CA) 
Order. E.Maih oligos@gensetlj.com 

FAX: 1.800-551-5291 
Europe 
GENSET SA (paris. F r a n c e )  
Order. E.Maih oligos@genset.fr 

. . . .  FAX: (33 1 ) 4 3  56 68 18 
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C u s t o m  

Genotyping 
• F a s t  • E c o n o m i c a l  • C o n f i d e n t i a l  

With the opening  of  the Research  Genet ics  Geno typ ing  Center,  all 
investigators now have access to high throughput genotyping without having 
to give up control of  their work. Typical genotyping projects involving 
hundreds of markers can be completed in under 60 days. Complete results 
including both the raw genotyping data and computer files suitable for use 
by linkage software are provided. 

To support this new center, we have produced over 1,400 different dye- 
labeled microsatellite markers for use on the Applied Biosystems Model 
373 Sequencer. A genome wide screening set, made up of  a subset of these 
markers, is currently being tested. Even finer mapping can be performed 
using isotopically labeled markers from our selection of over 4,000 human 
microsatellite markers or custom markers may be developed. 
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Prices range from $2.50 to 
$3.50 per genotype depending 
on the project. There is a setup 
fee of $10 per DNA sample to 
cover quantitating, aliquoting, 
initial testing and archiving. 

R e s e a r c h  Genet i c s ,  Inc. 
2 1 3 0  M e m o r i a l  P k w y ,  S W  • H u n t s v i l l e ,  A L  • 3580.1 
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