ESEARCH

Volume 33 Number 4 April 2023

Perspective

Challenges and considerations for reproducibility of STARR-seq assays
Maitreya Das, Ayaan Hossain, Deepro Banerjee, Craig Alan Praul, and Santhosh Girirajan

Research

Gaps and complex structurally variant loci in phased genome assemblies
David Porubsky, Mitchell R. Vollger, William T. Harvey, Allison N. Rozanski, Peter Ebert, Glenn Hickey,
Patrick Hasenfeld, Ashley D. Sanders, Catherine Stober, Human Pangenome Reference Consortium,
Jan O. Korbel, Benedict Paten, Tobias Marschall, and Evan E. Eichler

The motif composition of variable number tandem repeats impacts gene expression
Tsung-Yu Lu, Paulina N. Smaruj, Geoffrey Fudenberg, Nicholas Mancuso, and Mark J.P. Chaisson

Motif conservation, stability, and host gene expression are the main drivers of snoRNA expression
across vertebrates
Etienne Fafard-Couture, Pierre-Etienne Jacques, and Michelle S. Scott

MYTIL is required for suppressing earlier neuronal development programs in the
adult mouse brain

Jiayang Chen, Nicole A. Fuhler, Kevin K. Noguchi, and Joseph D. Dougherty

High resolution genomes of multiple Xiphophorus species provide new insights into microevolution,
hybrid incompatibility, and epistasis
Yuan Lu, Edward Rice, Kang Du, Susanne Kneitz, Magali Naville, Corentin Dechaud,
Jean-Nicolas Volff, Mikki Boswell, William Boswell, LaDeana Hillier, Chad Tomlinson, Kremitzki Milin,
Ronald B. Walter, Manfred Schartl, and Wesley C. Warren

Incomplete erasure of histone marks during epigenetic reprogramming in medaka early
development
Hiroto S. Fukushima, Hiroyuki Takeda, and Ryohei Nakamura

Variation in mutation, recombination, and transposition rates in Drosophila melanogaster
and Drosophila simulans
Yiguan Wang, Paul McNeil, Rashidatu Abdulazeez, Marta Pascual, Susan E. Johnston,
Peter D. Keightley, and Darren ]. Obbard

Chromatin structure influences rate and spectrum of spontaneous mutations in Neurospora crassa
Mariana Villalba de la Pefia, Pauliina A.M. Summanen, Martta Liukkonen, and llkka Kronholm

(continued)

479

496°4

51°A

52504

54104

557

572

58704

59904



Methods

Genome enrichment of rare and unknown species from complicated microbiomes by nanopore 612
selective sequencing
Yuhong Sun, Zhanwen Cheng, Xiang Li, Qing Yang, Bixi Zhao, Zigi Wu, and Yu Xia

Density separation of petrous bone powders for optimized ancient DNA yields 622
Daniel M. Fernandes, Kendra A. Sirak, Olivia Cheronet, Mario Novak, Florian Brick, Evelyn Zelger,
Alejandro Llanos-Lizcano, Anna Wagner, Anna Zettl, Kirsten Mandl, Kellie Sara Duffet Carlson,
Victoria Oberreiter, Kadir T. Ozdogan, Susanna Sawyer, Francesco La Pastina, Emanuela Borgia,
Alfredo Coppa, Miroslav Dobes, Petr Veleminsky, David Reich, Lynne S. Bell, and Ron Pinhasi

Inferring the mode and strength of ongoing selection 63204
Gustavo V. Barroso and Kirk E. Lohnmueller

Accurate transcriptome-wide identification and quantification of alternative polyadenylation 644°4
from RNA-seq data with APAIQ

Yongkang Long, Bin Zhang, Shuye Tian, Jia Jia Chan, Juexiao Zhou, Zhongxiao Li, Yisheng Li,

Zheng An, Xingyu Liao, Yu Wang, Shiwei Sun, Ying Xu, Yvonne Tay, Wei Chen, and Xin Gao

Resource

A single-cell transcriptome atlas of the maturing zebrafish telencephalon 658
Shristi Pandey, Anna |. Moyer, and Summer B. Thyme

OAQOpen Access paper

Cover Old glass floats, which were once used for fishery, are pictured as a metaphor for
chromatin and incomplete erasure of histone modifications in medaka (Oryzias latipes)
early embryos. Over time, many glass floats lose their ropes, much like histone
modifications are eliminated from chromatin after fertilization. However, some glass floats
still have the ropes attached and remain available for fishery (represented by the images
of medaka within). In this issue, functional roles of retained histone modifications during
early development are demonstrated. (Cover illustration by Misaki Ouchida, https://www
.misakiouchida.com/. [For details, see Fukushima et al., pp. 572-586.])
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