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Do More
Single Cell
wWith Less

Increase your lab’s sample and
project accessibility with the
latest Tapestri Platform update.

Access single-cell insights from as few as 20,000
cells and conserve precious samples. Get up and
running quickly with single-cell experiments with
our expanded menu for hematologic oncology.

Now you can do more single cell in less time with
lower sample input, enabling new avenues for

your research that were previously impossible.

Learn more at missionbio.com




Add back spatial
context to your
single cell RNA
research with the
GeoMx Digital
Spatial Profiler!

Join the
Spatial
Revolution




Sensitivity. Reproducibility. Flexibility.

GeoMX Digital Spatial Profiler

The Spatial Biology Solution




Uncover more genes, SNPs
& fusions with full-length data

Deeper insights into single-cell biology with
Takara Bio’s SMART-Seq® technology:
e Full-length chemistry powered by highly optimized enzymes

e Unparalleled sensitivity & reproducibility with single-tube workflow
e High library yields for easy adaptation to high-throughput sequencers
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Smart-seq3 Takara Bio kit

Takara Bio plate-based (left) and automated (right) methods enable the discovery of
more genes and SNPs compared to popular scRNA-seq methods.

Learn how our end-to-end solutions
lead to greater insights:
takarabio.com/CSHL2021
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Easy-to-use data analysis software and tools for

biomarker investigation

Cogent™ NGS Analysis

Pipeline (CogentAP)

Generates HTML reports with
mapped gene data for further
analysis with CogentDS.
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Cogent NGS Discovery

Software (CogentDS)

Enables user-friendly analysis of
sequencing data generated with
Takara Bio platforms. Data can be
visualized using UMAP or t-SNE.
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Map the universe
of biology.

Accelerate discovery

by unlocking the spatial
transcriptome in morphological
regions that matter.

High-plex, high sensitivity, spatial
transcriptomics of any target,
any sample, any region.
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TRANSCRIPT SEQUENCING

SEE ISOFORMS WITH ACCURACY
AT THE SINGLE-CELL LEVEL




800.941.6884 | WWW.LABS.EPIGENDX.COM

Solutions for Genomic and Epigenomic Research

Services, Kits & Custom Assay Designs

EXPERTS IN DNA METHYLATION

With over 15 years of combined clinical genomics experience, our medical and scientific teams are ready
to help you take your projects from concept through to data delivery and interpretation. EpigenDx's
capacity and experience make us the perfect partner during pre-clinical research and development

stages of the diagnostic method development.
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DNA METHYLATION ANALYSIS

Bisulfite Targeted Global DNA
Pyrosequencing Bisulfite NGS Methylation
Quantify gene-specific Quantify DNA Genome-wide
and global methylation methylation in multiple methylation screening
levels of individual CpG targets simultaneously or quantify global
sites at high resolution at single base-pair methylation level of
and accuracy. resolution. Line-1 elements.

Custom Assay - Study DNA methylation level at request target genes.

Worldwide experts in the field of FOXP3 Quantitative techniques to analyze DNA
epigenetics methylation

Personalized, flexible project plans designed High-throughput, high-quality data: 100-5000x
around your needs read coverage per CpG site

Experienced bisulfite sequencing technicians And much more!

| (508) 497-9400 | info@epigendx.com



Intuitive & Powerful

SINGLE GELL

Analysis Software

FROM ALIGNMENT TO BIOLOGICAL INTERPRETATION
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t-SNE Plot

Single Cell Resource Guide

www.partek.com/scResources
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turning data into discovery®
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www.partek.com



Relentless curiosity.
Persistent progress.

We fuel the science of . — =N
tomorrow, so you can make AN
breakthroughs today.

Whether you're a novice or an expert, we're
here to propel you to the next stage of your
work—offering new levels of accessibility
that allow you to uncover the complexities
of biology like never before.
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Bst DNA/ RNA Polymerase

“ For Isothermal Amplificatien

Bst DNA/RNA Polymerase is suitable for isothermal amplifica-
tion reaction of both DNA and RNA templates, which can detect

==“oe
low-sensitivity nucleic acid templates with great efficiency and s
s K g i Td ”; Sy 61
specificity. Besides, with special preparation process, this enzyme e e ‘%ﬁﬁ Sua b
has fast amplification rate and high tolerance to impurity.
-
Features
Higher Specificity Better Sensitivity
By unique negative control technique By optimized reaction buffer
Lower False Positive Rate Clearer Observable Results
By strong recognition ability to dUTP By colorimetric visualization technique
Quality Assurance

QC Items Speciﬁcations Results

Concentration 8-10 KU/ml OFail

Purity >95% MPass  [JFail

No degradation under 16 U for 2 ug total RNA at 25°C for 30

R Nase contamination .
min

VIPass [JFail

DNase contamination No degradation under 16 U for 2 pg gDNA at 37°C for 60 min VIPass [ JFail

Inactive Complete inactive at 85°C for 5 min MPass [JFail

Cold
Spring
Harbor
Laboratory

shs % ] ﬁ(‘ SBS Genetech is a long-term sponsor of
SBS Genetech Co., Ltd. Cold Spring Harbor Laboratory




Take your
methylation
analysis to the

next level

Capture 15% more methylated cytosines
by avoiding damaging bisulfite conversion

The Twist Methylation Detection System is a new end-to-end
sample preparation solution that combines exceptional target *
enrichment with a novel enzymatic conversion method to help

you uncover new insights.

Explore more at twistbioscience.com/methylation

TWIST



novosort

Single Cell UMIs with novoSort

Lightning fast, fully multi-threaded tool.

Sorting & De- Consensus Reads
duplication
Consensus reads can be
novosSort sorts your reads and generated from reads in
detects duplicates. Provides duplicate groups and output to a
option to add UMIs and MBCs separate unaligned BAM file.

to basic signature group

B Y

Alignment UMI Correction & Clustering Sorted BAM Files
Align your scRNA novoSort corrects UMIs using valid Results ready for the
sequences using an UMI lists and clustering with user next process.
alignment tool of your control of maximum edit distance.
choice.

V novoSort provides option for user-defined valid UMIs list or
can generate a valid UMIs list using clustering algorithms.

< J / / / '0.-/' / o NOVOCRAFT TECHNOLOGIES SDN. BHD.
.o. / o / / ! C-23A-05, 3 Two Square, Jalan 19/1, Seksyen 19,
o o 46300, Petaling Jaya Selangor, Malaysia
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AMERICAN ASSOCIATION
FOR CANCER RESEARCH

JOIN US IN

THE GLOBAL
CONQUEST
OF CANCER!

L

THE ESSENTIAL ASSOCIATION FOR YOU AND YOTJR COLLEAGUES!

WHY YOU SHOULD JOIN:

B No annual dues required
for Associate and Student Members

B Substantially reduced registration rates
for AACR Annual Meetings and Special Conferences

B Privilege of sponsoring an abstract for AACR Annual Meetings

Active, Emeritus, and Honorary members in good
standing have the privilege to sponsor an unlimited
number of abstracts

B Exclusive discounts on subscriptions to AACR’s nine
renowned peer-reviewed scientific journals

B Blood Cancer Discovery: Free digital access for all members

B Funding and award opportunities
including career development resources, research
fellowships, scholar-in-training awards, and travel grants

B Professional development
for early-career investigators and professionals, including
education and professional advancement sessions

B Opportunities to network and join any of our Association
and Scientific Working Groups

B Free online access to Cancer Today magazine
a resource for cancer patients, survivors, and their family
members and friends

B Collaboration and resources
through our Survivor and Patient Advocate initiatives

Visit the online portal myAACR.aacr.org
to access AACR services.

Contact the AACR Membership Department
with any questions at membership@aacr.org
or 215-440-9300.

ABOUT THE AACR

The mission of the AACR is to
prevent and cure all cancers
through research, education,
communication, collaboration,
funding for cancer research, and
science policy and advocacy.
AACR’s programs and services
foster the exchange of knowledge
and new ideas among scientists
dedicated to cancer research,
provide training opportunities
for the next generation of cancer
researchers, and increase public
understanding of cancer.

With over 48,000 members in

127 countries and territories around
the world, we firmly believe each
member plays an integral role in
achieving that mission.

Join our mission.

AAC_R American Association
for Cancer Research’

FINDING CURES TOGETHER

AACR.org/Membership

2103029
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F WARREN ALPERT

OUNDATIO

}% HARVARD

WARREN ALPERT

FOUNDATION
PRIZE RECIPIENTS

For the discovery of fundamental pathways and mechanisms
that ensure accurate RNA splicing and quality control of gene
expression involving RNA.

Join us on October 7 for the 2021 Warren Alpert Foundation
Prize virtual symposium to honor this year’s prize
recipients. For information and registration, please visit
warrenalpert.org/symposium

LYNNE MAQUAT, PhD JOAN STEITZ, PhD
University of Rochester Yale University School of
Medical Center Medicine

CALL FOR NOMINATIONS FOR THE 2022 PRIZE

The Warren Alpert Foundation’s Scientific Advisory Board,
comprising internationally renowned biomedical scientists and
chaired by the dean of Harvard Medical School, invites your
nominations for the 2022 Warren Alpert Foundation Prize.

Nominations should be made for scientific achievements

that have led to the prevention, cure, or treatment of human
disorders or for research that holds great promise to change our
ability to treat disease.

Nominations are accepted from academic institutions, centers
of research, government, or other biomedical institutions from
around the world.

Nomination Deadline: November 2, 2021

For more information, visit www.warrenalpert.org
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Do More
Single Cell
with Less

Increase your lab’s sample and
project accessibility with the
latest Tapestri Platform update.

Access single-cell insights from as few as 20,000
cells and conserve precious samples. Get up and
running quickly with single-cell experiments with
our expanded menu for hematologic oncology.

Now you can do more single cell in less time with
lower sample input, enabling new avenues for

your research that were previously impossible.

Learn more at missionbio.com




VISIT US AT

AMP 202

Philadelphia, PA
November 16 - 20

IONIC® PURIFICATION SYSTEM

Extract RNA and DNA from FFPE with Gonfidence

The lonic® Purification System uses the principles of isotachophoresis to extract and purify nucleic acids from FFPE samples without
binding, washing, or stripping from fixed surfaces. Since nucleic acids are intact and remain in their native form, not denatured or
dehydrated, the lonic system is able to extract higher yields of higher quality total RNA and DNA, ultimately resulting in superior data.
Studies have also shown that the lonic system is able to extract nucleic acids from FFPE where column- and bead-based methods could not.

» Simplify Lysis
Deparaffinize, lyse, and de-crosslink in
a single reaction without using harsh
chemicals

» Eliminate Bias
Extract targeted nucleic acid regardless of
fragment length or GC content

» Minimize User Involvement
Extract and purify 8 samples in one hour with
just 3 minutes of hands-on time per sample

» Improve Reliability
Minimize user-to-user variabhility,
cross-contamination, and sample loss
from wash solvents

2, PROOF-OF-PERFORMANCE For more information, contact info@purigenbio.com.

POP Program

Test your samples with us and see the Purigen difference.
Learn more at www.purigenbio.com/pop. P I l R I l ; I I I
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