Gene functional analysis.
Simplified.
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Cell or_Ar:imaI “f0d9|5 * CRISPR / RNAi Constructs, Libraries & Genetic Screens Fungtionall(ly Important Genes
REssSamples * DriverMap™ Targeted RNA Expression Profiling & BigMatkers
* CloneTracker™ Barcode Libraries

Real expertise delivering results. Visit www.cellecta.com today.

Who we are

Cellecta is a leading provider of genomic products and services. Our
functional genomics portfolio includes gene knockout and knockdown
screens, custom and genome-wide CRISPR and RNA. libraries, construct

services, cell engineering, NGS kits and targeted expression profiling
products and services.

¢ CELLECTA
We can help your discovery efforts.

www.cellecta.com info@cellecta.com +1 877-938-3910 or +1 650-938-3910 ©2019 Cellecta, Inc. 320 Logue Ave. Mountain View, CA 94043 USA



New 10 single-cell
seguencing’?

Takara Bio has the solutions you neea.

e SMART-Seq® HT kit—streamlined full-length cDNA library prep

e SMART-Seq Stranded kit—complete RNA library prep that captures coding and
noncoding RNAs

e SMARTer® PicoPLEX® Gold kit—accurate detection of SNVs and CNVs from
single cells

e SMARTer™ ICELL8® system—automated high-throughput single-cell isolation,
selection, and processing
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United States/Canada: +1.800.662.2566 * Asia Pacific: +1.650.919.7300 * Europe: +33.(0)1.3904.6880 * Japan: +81.(0)77.565.6999

For Research Use Only. Not for use in diagnostic procedures.

© 2019 Takara Bio Inc. All rights reserved. All trademarks are the property of Takara Bio Inc. or its affiliate(s) in the U.S. and/or other countries or their T K H .
respective owners. Certain trademarks may not be registered in all jurisdictions. Additional product, intellectual property, and restricted use information ClOﬂteCh a a a Cel IOrt'S
is available at takarabio.com.
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INSPIRED CELL SOLUTIONS

Meet your custom RNA requirements with our nearly limitless
synthetic options.

If your NMR, crystallography, or RNA binding study requires a non-standard chemical modification

or a commercially unavailable modified nucleobase, we can help. For more than 20 years our chemists
have utilized Dharmacon™ proprietary 2" ACE chemistry to synthesize RNA with superior yield and
quality giving you the flexibility you need.

Better RNA yields give you more for your money.
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The yield for RNA oligos of three different lengths was compared for all available synthesis scales between Dharmacon and a competitor.

dharmacon.horizondiscovery.com/custom




Collect. Spin. Load

Primary tube handling in automated direct sample processing on the
QIAsymphony SP for ccfDNA purification
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96 New Reasons to Buy an Echo® Liquid Handler
Introducing the Echo® Qualified 96-well Microplate

A favorite for genomics applications, the Echo® 525 Liquid Handler saves reagents, sample, and time. Transfer of nanoliter volumes with
high accuracy and precision enables assay miniaturization while maintaining data quality. Coming soon, Echo Qualified 96-well Microplates
will link the unsurpassed performance of the Echo System with upstream sample preparation steps performed in a 96-well format.

* Qualified by Labcyte for reproducible acoustic performance
¢ High transparency with high contrast well locators for quick sample identification
e Compatible with the Echo 525 Liquid Handler

For more information, visit www.labcyte.com/echo-525. LA B CYTE \_.)
\__J ™

The Future of Science is Sound
© 2018 LABCYTE INC. All rights reserved. Labcyte®, Echo®, and the Labcyte logo are
registered trademarks or trademarks of Labcyte Inc., in the U.S. and/or other countries.

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. infU—US@laDGvTB.UUm
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Innovate

with MISSION™ CRISPR

Be confident in your
genome editing.

The SygRNA® synthetic, crRNA:tracrRNA
and one-part sgRNA systems accelerate
genome editing. Pair with Cas9 protein,
MRNA, or established Cas9 expressing
cell lines. Deliver by a variety of methods
including microinjection, electroporation,
and lipofection.

Guaranteed performance with
MISSION™ CRISPR predesigned
knockout gRNAs

To find out more, visit
SigmaAldrich.com/SygRNA

© 2019 Merck KGaA, Darmstadt, Germany and/or its
affiliates. All Rights Reserved. MilliporeSigma, the vibrant
M, Sigma-Aldrich, MISSION, and SygRNA are trademarks
of Merck KGaA, Darmstadt, Germany or its affiliates. All
other trademarks are the property of their respective
owners. Detailed information on trademarks is available
via publicly accessible resources.

2019 - 19308 1/2019

The life science
business of Merck
KGaA, Darmstadt,
Germany operates as
MilliporeSigma in the
U.S. and Canada.

Sigma-Aldrich.

Lab & Production Materials
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Purified, recombinant proteins
for genome editing applications

Cas nucleases, key proteins involved in CRISPR/ Cas Schematic representation of Cas9 Nuclease, 5. pyogenes

- . sequence recognition and DNA cleavage
genome editing, are now available from New England : 2 g

Biolabs". These Cas nucleases expand the portfolio of
products from NEB" that support CRIPSR workflows,
including sgRNA cloning, transcription and HDR

sgRNA

template construction. Thget DNA

Download our Genome Editing Brochure ©
at www.neb.com/GenomeEditing Cleavage

Cas9 Nuclease,
S. pyogenes

NOW AVAILABLE:

EnGen" Spy Cas9 Nickase, EnGen Spy dCas9
(SNAP-tag"), EnGen Lba Cas12a (Cpfl) and
EnGen Sau Cas9

One or more of these products are covered by patents, trademarks and/or copyrights owned or controlled by New England Biolabs, Inc. For more information, please email us at gbd@neb.com.
The use of these products may require you to obtain additional third party intellectual property rights for certain applications. © Copyright 2019, New England Biolabs, Inc.; all rights reserved
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Beijing SBS Genetech Co., Ltd.

Your reliable resource for Proteinase K

Mutant Proteinase K US$100/g

The application of this Mutant Proteinase K is similar to wild type Proteinase K. But this
mutant one has higher specific activity and more stable at room temperature. It is a
non-specific serine proteinase with broad substrates. It is active over the pH range from 4 to
12. It can be used at any situation to digest native and denatured proteins. For instance, it is
used for isolating mMRNA or genomic DNA from different tissues and modifying glycoprotein
for structure studies. Mutant Proteinase K is active with SDS, urea and EDTA and active
between 15°C and 75°C.

Enzyme Activity Assay:

_ ¥ = 1.5267x + 0.0222
” ¥ = 0.% e

Mutant Proteinase K is included on New Products, Science Magazine, March 8, 2019.
Please visit: http://science.sciencemag.org/content/363/6431/1109

Beijing SBS Genetech Co. Ltd.
Fax: +86-10-82784290
Email: order@sbsbio.com Website: www.sbsbio.com




Full Stack
Genome
Engineering

SYNTHEGO

AUTOMATE YOUR GENOME ENGINEERING

CRISPR Done for You

Engineered Cells products deliver your
desired edit in your preferred cell type
with guaranteed results. We've optimized
CRISPR. You focus on the discoveries.

CRISPR Applications for Engineered Cells
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October 26-30, 2019 | Hynes Convent

SCIENTIFIC PROGRAM
COMMITTEE COCHAIRS

William R. Sellers
Broad Institute of MIT and Harvard,
Cambridge, MA (AACR)

James L. Gulley
National Cancer Institute,
Bethesda, MD (NCI)

Emiliano Calvo
START Madrid, Hospital de Madrid Norte
Sanchinarro, Madrid, Spain (EORTC)

Continuing Medical Education (CME) Activity-
AMA PRA Category 1 Credits™ available

Learn more at
AACR.org/Targets19

#AACRTARGETS19

AACR

American Association
for Cancer Research’

ABOUT THIS CONFERENCE

This premier international conference featuring novel cancer
therapeutics brings together over 1,500 academics, scientists,
government officials, and pharmaceutical and biotech industry
representatives fromacross the globe to discuss innovations in drug
development, target selection, and the impact of new discoveries
in molecular biology. This conference is the offspring of the
original EORTC-NCI meetings on drug discovery and development,
held biennially for three decades in Europe. The AACR partnership
began in 1999 in response to the need for more frequent programs
to keep pace with the rapid advancement of molecular biology
and genetics and the consequent emergence of many new targets
for cancer therapeutics. For all three organizations, the promotion
of communication within the global scientific community is one of
their key missions. This collaboration ensures that new information
is exchanged regularly so that everyone in the field keeps current
with the latest developments.

The future of cancer therapy

1902079R
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Life Science Alliance

>

New not-for-profit open-access journal now online!

EMBO Press, Rockefeller University Press, and Cold Spring Harbor Laboratory Press
join forces to empower authors to publish new research more efficiently.

Life Science Alliance is a new global, open-access, editorially independent, peer-
reviewed journal committed to rapid, fair, and transparent publication of valuable
research from across all areas in the life sciences.

Papers published in Life Science Alliance meet high scientific and editorial standards
established by the alliance partners. Life Science Alliance welcomes new results,
important confirmatory, negative, and refuting data, as well as community resources
such as datasets, screens, and new methods.

Manuscripts can be submitted to Life Science Alliance directly or by seamless transfer
without reformatting from nine partner journals: The EMBO Journal, EMBO reports,
Molecular Systems Biology, EMBO Molecular Medicine, Journal of Cell Biology,
Journal of Experimental Medicine, Journal of General Physiology, Genes & Development,
and Genome Research.

Authors of papers transferred to Life Science Alliance with or without referee reports
are given a firm commitment prior to transfer. Timely editorial decisions are made
through collaborative consultation between the editorial team and leading academic
scientists. No more than one round of substantive revisions will be requested.

Life Science Alliance: an initiative of three distinguished publishing organizations that
offers authors a new and attractive choice among not-for-profit, open-access journals.

Learn more, sign up for alerts, and submit your research at:

www.life-science-alliance.org

@3 Rockefeller
‘ EMBOpress @ @ University
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Eprobe® / Epfifher™ fluorescent %U&: -
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A novel solution for
SNP/somatic mutation detection
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Eprobe is a DNA-based fluorescéentigFobe W SausARorescence when specifically binding to a
complementary strand. Melting curve amalys er PCR can detect SNP genotype and
somatic mutations. Two fluorescent dyes (thiazole orange and thiazole pink) are available.

e High resolution SNP detection—Increased Tm (approx.10°C) by the thiazole orange enables a shorter probe
design and a clearer distinction of SNPs

e Simple and highly sensitive somatic mutation detection—sensitive detection of somatic mutations (down to
0.1%) can be achieved by suppression of PCR amplification of wild-type alleles by Eprobe (PCR clamping)

e Compatible with most real time PCR instruments—fluorescence emitted by Eprobe can be detected using a
filter for SYBR® Green |* *syBreisa registered trademark of Molecular Probes, Inc.

e Easy to use online design tools—a design tool for a primer/Eprobe (E-design, www.dnaform.com/edesign2/)
and a thermodynamic calculation tool (ECHO, www.dnaform.com/devel/echo/thermodynamics/) are available

15000 290

5 Fluorphore
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SNP genotyping for IL28B (rs8099917
T;G) using an allele G specific Eprobe

wiE |earn more at
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100% mutant
10% mutant
1% mutant

wild type

Somatic mutation detection of KRAS
G12D using an wildtype specific Eprobe.

www.dnaform.jp/en/products/fluorecent_oligonucleotide/eprobe_eprimer/

3.0 nmol 5.0 nmol 10.0 nmol

1.5 nmol

(excitation/emission)

Thiazole orange 19,000 JPY 30,000 JPY 45000 JPY 70,000 JPY
(510 nm/ 530 nm) A g g g
ThiazoleTpink 45,000 JPY 70,000 JPY 110,000 JPY 170,000 JPY
(570 nm /590 nm) % 2 % ?

Special offer for new customers

50% OFF the list price!

All Thiazole orange-labeled products

Precision gene technologies
contact@dnaform.jp
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ArborBiosci.com | info@arborbiosci.com | +1734-998-0751 | Follow us on Twitter: @ArborBio

NEW myNGS Guides™ MitoDeplete Kit
CRISPR-Powered Mitochondrial Sequence Depletion

* Remove up to 95% of mtDNA-derived templates from
NGS libraries

* Available for Human, Mouse, and Custom species

* Save 30-70% in ATAC-Seq library sequencing costs

* One-step, single-tube incubation prior to sequencing

Arbor Biosciences and myNGS Guides are trademarks of Arbor Biosciences.
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