Gene functional analysis.
Simplified.
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CELLECTA
YOUR INPUT YOUR BRIDGE TO DISCOVERY Y@ S| TS
Cell or Animal Models « CRISPR / RNAi Libraries & Genetic Screens Functionally Important Genes

BRsEsamples * DriverMap™ Targeted RNA Expression Profiling L

* CloneTracker™ Barcode Libraries

Real expertise delivering results. Visit www.cellecta.com today.

Who we are

Cellecta is a leading provider of genomic products and services. Our
functional genomics portfolio includes gene knockout and knockdown
screens, custom and genome-wide CRISPR and RNAi libraries, construct

services, cell engineering, NGS kits and targeted expression profiling
products and services.

¢ CELLECTA
We can help your discovery efforts.

www.cellecta.com info@cellecta.com +1 877-938-3910 or +1 650-938-3910 ©2019 Cellecta, Inc. 320 Logue Ave. Mountain View, CA 94043 USA



New 10 single-cell
seguencing’?

Takara Bio has the solutions you neea.

e SMART-Seq® HT kit—streamlined full-length cDNA library prep

e SMART-Seq Stranded kit—complete RNA library prep that captures coding and
noncoding RNAs

e SMARTer® PicoPLEX® Gold kit—accurate detection of SNVs and CNVs from
single cells

e SMARTer™ ICELL8® system—automated high-throughput single-cell isolation,
selection, and processing
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United States/Canada: +1.800.662.2566 * Asia Pacific: +1.650.919.7300 * Europe: +33.(0)1.3904.6880 * Japan: +81.(0)77.565.6999

For Research Use Only. Not for use in diagnostic procedures.

© 2019 Takara Bio Inc. All rights reserved. All trademarks are the property of Takara Bio Inc. or its affiliate(s) in the U.S. and/or other countries or their T K H .
respective owners. Certain trademarks may not be registered in all jurisdictions. Additional product, intellectual property, and restricted use information ClOﬂteCh a a a Cel IOrt'S
is available at takarabio.com.
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SBS Genetech Co., Ltd.
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—An alternative to EB

GoodView' " is a safer nucleic acid stain, an alternative to the traditional ethidium bromide (EB) stain for
detecting nucleic acid in agarose gels. It emits green fluorescence when bound to DNA or RNA. This new
stain has two fluorescence excitation maxima when bound to nucleic acid, one centered at 268 nm and
another at 294 nm. In addition, it has one visible excitation at 491 nm. The Fluorescence emission of

GoodViewTM bound to DNA is centered at 530 nm.

Comparative sensitivity test of GV and EB

Sng 10ng 20ng 30ng 40ng S0ng 60ng TOng

Sensitivity test result of
GV at UV 300nm.

Sng 10ng 20ng 30ng 40ng 50ng 60ng TOng

Sensitivity test result of
EB at UV 300nm.

The result of electrophoresis demonstrates GV is almost as sensitive as EB.

The Test Report from Institute for Environmental Health and Related Product Safety of Chinese Center for
Disease Control and Prevention concludes that:

€ Acute Oral Toxicity Test: GoodView™ Nucleic Acid Stain belongs to nontoxic.

€ Mouse Marrow Chromophilous Erythrocyte Micronucleus Test: Negative. There is no significant
difference in the incidence of micronuclei between test and control groups.

€ Ames Test: Negative. No mutagenicity was observed.

€ In Vitro Mammalian Cell Chromosome Aberration Test: Negative. No increasing aberration rate was
observed.

The test report is available upon request.

Beijing SBS Genetech Co., Ltd.
Phone: +86-10-82784296 Fax: +86-10-82784290

Email: order@sbsbio.com Website: www.sbsbio.com
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with MISSION™ CRISPR

Be confident in your
genome editing.

The SygRNA® synthetic, crRNA:tracrRNA
and one-part sgRNA systems accelerate
genome editing. Pair with Cas9 protein,
MRNA, or established Cas9 expressing
cell lines. Deliver by a variety of methods
including microinjection, electroporation,
and lipofection.

Guaranteed performance with
MISSION™ CRISPR predesigned
knockout gRNAs

To find out more, visit
SigmaAldrich.com/SygRNA

© 2019 Merck KGaA, Darmstadt, Germany and/or its
affiliates. All Rights Reserved. MilliporeSigma, the vibrant
M, Sigma-Aldrich, MISSION, and SygRNA are trademarks
of Merck KGaA, Darmstadt, Germany or its affiliates. All
other trademarks are the property of their respective
owners. Detailed information on trademarks is available
via publicly accessible resources.

2019 - 19308 1/2019

The life science
business of Merck
KGaA, Darmstadt,
Germany operates as
MilliporeSigma in the
U.S. and Canada.

Sigma-Aldrich.

Lab & Production Materials
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96 New Reasons to Buy an Echo® Liquid Handler
Introducing the Echo® Qualified 96-well Microplate

A favorite for genomics applications, the Echo® 525 Liquid Handler saves reagents, sample, and time. Transfer of nanoliter volumes with
high accuracy and precision enables assay miniaturization while maintaining data quality. Coming soon, Echo Qualified 96-well Microplates
will link the unsurpassed performance of the Echo System with upstream sample preparation steps performed in a 96-well format.

* Qualified by Labcyte for reproducible acoustic performance
¢ High transparency with high contrast well locators for quick sample identification
e Compatible with the Echo 525 Liquid Handler

For more information, visit www.labcyte.com/echo-525. LA B CYTE \_.)
\__J ™

The Future of Science is Sound
© 2018 LABCYTE INC. All rights reserved. Labcyte®, Echo®, and the Labcyte logo are
registered trademarks or trademarks of Labcyte Inc., in the U.S. and/or other countries.

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. infU—US@laDGvTB.UUm
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Transforming Cutting-Edge Research
into Industry-Leading Therapeutics

The Industry’s First Non-viral Solution That Can Help
Accelerate Your Cell Product to the Clinic

Delivering the ideal combination of advanced technologies, scientific expertise,
and technical support — MaxCyte offers a powerful platform to help accelerate
your path to the clinic and obtain the therapeutic index you require.
« High efficiency and viability
- Reproducibility

- Seamless scalability

« Proven clinical success

www.Max Cyte. com
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Any Cell. Any Molecule. Any Scale.”
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American Association M E E T I N G

2019 \\ ATLANTA

A

for Cancer Research’

March 29-April 3 | Georgia World Congress Center | Atlanta, GA

Join us in Atlanta for the latest innovative and
INspiring cancer research from around the world

Register Today!

Become a Member! Join the AACR and receive a discount on registration

The AACR Annual Meeting highlights the work of the greatest
minds in cancer science and medicine from institutions all over
the world. This meeting presents the many scientific discoveries
across the breadth of cancer research—from prevention, early
detection, and interception; to cancer biology, translational,
and clinical studies; to survivorship, population science, and
advocacy. This year’s program, with the theme of “Integrative
Cancer Science * Global Impact ¢ Individualized Patient Care,”
will be a comprehensive, cutting-edge scientific event that you

will not want to miss!

INTEGRATIVE CANCER SCIENCE

GLOBAL IMPACT

INDIVIDUALIZEL PATIENT CARE
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#AACR19

AACR.org/AnnualMeeting
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Life Science Alliance

>

New not-for-profit open-access journal now online!

EMBO Press, Rockefeller University Press, and Cold Spring Harbor Laboratory Press
join forces to empower authors to publish new research more efficiently.

Life Science Alliance is a new global, open-access, editorially independent, peer-
reviewed journal committed to rapid, fair, and transparent publication of valuable
research from across all areas in the life sciences.

Papers published in Life Science Alliance meet high scientific and editorial standards
established by the alliance partners. Life Science Alliance welcomes new results,
important confirmatory, negative, and refuting data, as well as community resources
such as datasets, screens, and new methods.

Manuscripts can be submitted to Life Science Alliance directly or by seamless transfer
without reformatting from nine partner journals: The EMBO Journal, EMBO reports,
Molecular Systems Biology, EMBO Molecular Medicine, Journal of Cell Biology,
Journal of Experimental Medicine, Journal of General Physiology, Genes & Development,
and Genome Research.

Authors of papers transferred to Life Science Alliance with or without referee reports
are given a firm commitment prior to transfer. Timely editorial decisions are made
through collaborative consultation between the editorial team and leading academic
scientists. No more than one round of substantive revisions will be requested.

Life Science Alliance: an initiative of three distinguished publishing organizations that
offers authors a new and attractive choice among not-for-profit, open-access journals.

Learn more, sign up for alerts, and submit your research at:

www.life-science-alliance.org

@3 Rockefeller
‘ EMBOpress @ @ University
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CAGE 5’-RNA sequence service/library preperation kit
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Promoter / Enhancer Annotation |
inthe NGS era

Cap Analysis of Gene Expression (CAGE) is a new NGS library preparation method using “cap-trapping”
technology which enables you to detect and quantify transcription start site (TSS) of RNA pol Il transcripts
including mRNAs, lincRNAs and enhancer RNAs.

e Accurate promoter annotation—reliable estimation of promoter posions and their activities based on precise TSS information

o Estimation of transcription factor binding sites—genome-wide motif search around TSS which have different expression
profiles among samples

o Detection of active enhancers—identify active enhancers by detection of bidirectional enhancer RNAs

e Development of new biomarkers—TSS variants are valuable candidate of biomarkers even in the case that there are no
difference at the gene expression level

e Accurate quantification of gene expression—PCR-free library preparation process without fragmentation allow for more
reliable quantification of gene expression than RNA-seq

- - . .
2114800 2114900 2115000 2115100 2115200 2115300 CAGE li o ; q
ibrary preparation & analysis services
Human CD14 (+) monocyte y prep y.

‘u l Library preparation for lllumina sequencers 500 USD/sample
I L

Sequencing (Illumina HiSeq/ NextSeq) 250 USD/sample
THP1-cells Cancer specific TSS Bioinformatics analysis 250 USD/sample
L o b Bhunas
CAGE expression pattern of a histone H3 methyltransferase gene of B saniples (Cat, 52003-4) Z000USD
human CD14(+) monocytes and THP-1 leukemia monocytic cells. 48 samples (Cat. 52003-48) 10,000 USD
More than 250 papers using CAGE have been published! DNAFORM

Precision gene technologies
contact@dnaform.jp

Learn more at cage-seq.com



NGS SERVICES FOR TARGETED SEQUENCING
* Experimental Design Services

* Project Management by Dedicated Scientists

* Best-in-Class Library Preparation and Enrichment

)
=~ Read |
) e a S * Sequencing on lllumina® and PacBid® Systems

ArborBiosci.com | info@arborbiosci.com | +1734-998-0751 | Follow us on Twitter: @ArborBio

Arbor Biosciences and myReads are trademarks of Arbor Biosciences. lllumina and PacBio are trademarks of lllumina and Pacific Biosciences respectively.
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