horizon

INSPIRED CELL SOLUTIONS

Meet your custom RNA requirements with our nearly limitless
synthetic options.

If your NMR, crystallography, or RNA binding study requires a non-standard chemical modification

or a commercially unavailable modified nucleobase, we can help. For more than 20 years our chemists
have utilized Dharmacon™ proprietary 2" ACE chemistry to synthesize RNA with superior yield and
quality giving you the flexibility you need.

Better RNA yields give you more for your money.
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The yield for RNA oligos of three different lengths was compared for all available synthesis scales between Dharmacon and a competitor.

dharmacon.horizondiscovery.com/custom




New 10 single-cell
seguencing’?

Takara Bio has the solutions you neea.

e SMART-Seq® HT kit—streamlined full-length cDNA library prep

e SMART-Seq Stranded kit—complete RNA library prep that captures coding and
noncoding RNAs

e SMARTer® PicoPLEX® Gold kit—accurate detection of SNVs and CNVs from
single cells

e SMARTer™ ICELL8® system—automated high-throughput single-cell isolation,
selection, and processing
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Takara Bio USA, Inc. a a a
United States/Canada: +1.800.662.2566 * Asia Pacific: +1.650.919.7300 * Europe: +33.(0)1.3904.6880 * Japan: +81.(0)77.565.6999

For Research Use Only. Not for use in diagnostic procedures.

© 2019 Takara Bio Inc. All rights reserved. All trademarks are the property of Takara Bio Inc. or its affiliate(s) in the U.S. and/or other countries or their T K H .
respective owners. Certain trademarks may not be registered in all jurisdictions. Additional product, intellectual property, and restricted use information ClOﬂteCh a a a Cel IOrt'S
is available at takarabio.com.




The world is waiting for your results.
Unlock your scRNA seq data in minutes.

SeqGeq (seek-geek) is a desktop bioinformatics platform that makes complex
scRNA seq analysis accessible with an intuitive interface. With SeqGeq, you
control your analysis—no more writing R scripts to visualize your data.

Easily share your results for publication and collaboration. With our wide
library of available plugins on the FlowJo Exchange, you can superpower
your analysis with the most cutting-edge informatics tools.

Discover the difference

www.flowjo.com/solutions/seqgeq

ﬁ"ﬂ BD BD and FlowJo are one! %FLOWJ O
\ V4 Supporting you and your research from design to discovery. =N

BD, BD logo, FlowJo, and SeqGegq are trademarks of Becton, Dickinson and Company. © 2019. All rights reserved.



NEW » myBaits® Expert Wheat Exome Panel
Developed in collaboration with the IWGSC

A comprehensive wheat exome panel targeting the complete high-confidence

exon-annotated genome in hexaploid wheat based on the Chinese Spring

genome assembly from the International Wheat Genome Sequencing

. - Consortium (IWGSC).

~ palts s s .
* Probes designed using the IWGSC genome assembly and annotations

» Targets over 200 Mbp, including all high-confidence annotated exons

» Compatible with any NGS library preparation system

ArborBiosci.com | info@arborbiosci.com | +1734-998-0751 | Follow us on Twitter: @ArborBio

Arbor Biosciences and myBaits are trademarks of Arbor Biosciences.
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96 New Reasons to Buy an Echo® Liquid Handler
Introducing the Echo® Qualified 96-well Microplate

A favorite for genomics applications, the Echo® 525 Liquid Handler saves reagents, sample, and time. Transfer of nanoliter volumes with
high accuracy and precision enables assay miniaturization while maintaining data quality. Coming soon, Echo Qualified 96-well Microplates
will link the unsurpassed performance of the Echo System with upstream sample preparation steps performed in a 96-well format.

* Qualified by Labcyte for reproducible acoustic performance
¢ High transparency with high contrast well locators for quick sample identification
e Compatible with the Echo 525 Liquid Handler

For more information, visit www.labcyte.com/echo-525. LA B CYTE \_.)
\__J ™

The Future of Science is Sound
© 2018 LABCYTE INC. All rights reserved. Labcyte®, Echo®, and the Labcyte logo are
registered trademarks or trademarks of Labcyte Inc., in the U.S. and/or other countries.

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. infU—US@laDGvTB.UUm
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Innovate

with MISSION™ CRISPR

Be confident in your
genome editing.

The SygRNA® synthetic, crRNA:tracrRNA
and one-part sgRNA systems accelerate
genome editing. Pair with Cas9 protein,
MRNA, or established Cas9 expressing
cell lines. Deliver by a variety of methods
including microinjection, electroporation,
and lipofection.

Guaranteed performance with
MISSION™ CRISPR predesigned
knockout gRNAs

To find out more, visit
SigmaAldrich.com/SygRNA

© 2019 Merck KGaA, Darmstadt, Germany and/or its
affiliates. All Rights Reserved. MilliporeSigma, the vibrant
M, Sigma-Aldrich, MISSION, and SygRNA are trademarks
of Merck KGaA, Darmstadt, Germany or its affiliates. All
other trademarks are the property of their respective
owners. Detailed information on trademarks is available
via publicly accessible resources.

2019 - 19308 1/2019

The life science
business of Merck
KGaA, Darmstadt,
Germany operates as
MilliporeSigma in the
U.S. and Canada.

Sigma-Aldrich.

Lab & Production Materials
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1 Lab " drive DISCOVERY
lO Slnc. stay GENUIN

Purified, recombinant proteins
for genome editing applications

Cas nucleases, key proteins involved in CRISPR/ Cas Schematic representation of Cas9 Nuclease, 5. pyogenes

- . sequence recognition and DNA cleavage
genome editing, are now available from New England : 2 g

Biolabs". These Cas nucleases expand the portfolio of
products from NEB" that support CRIPSR workflows,
including sgRNA cloning, transcription and HDR

sgRNA

template construction. Thget DNA

Download our Genome Editing Brochure ©
at www.neb.com/GenomeEditing Cleavage

Cas9 Nuclease,
S. pyogenes

NOW AVAILABLE:

EnGen" Spy Cas9 Nickase, EnGen Spy dCas9
(SNAP-tag"), EnGen Lba Cas12a (Cpfl) and
EnGen Sau Cas9

One or more of these products are covered by patents, trademarks and/or copyrights owned or controlled by New England Biolabs, Inc. For more information, please email us at gbd@neb.com.
The use of these products may require you to obtain additional third party intellectual property rights for certain applications. © Copyright 2019, New England Biolabs, Inc.; all rights reserved
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SBS Genetech Co.,Ltd.

Custom Oligonucleotides

@ Regular oligos

€ Long oligos

€ Phosphorothioated oligos (S-Oligos)
€ Modified oligos

@ Fluorescent oligos

€ Tagman probes

€ Molecular beacon

# Oligo pool & microarray

Custom Peptide Synthesis

@ Purities from desalt to 98%
@ Acetylation/Amidation

€ Phosphorylatd peptides

@ Fluorescein/Biotin labeled peptides

@ Specialty peptides with unnatural amino acids
@ Cyclic peptides

€ KLH/BSA/OVA Conjugation
€ Multiple Antigenic Peptides
@ Peptide nucleic acid (PNA)

Beijing SBS Genetech Co.,Ltd.
Tel: +86-10-82784296 (ext. 813) |

Email: order@sbsbio.com We



AAC_R American Association
for Cancer Research’

MEETING

2020-SAN DIEGO

| APRIL 24-29 °

l.

TURNING SCIENCE
N LIFESAVING CARE

Join us in San Diego for the latest innovative and inspiring cancer research from
around the world...the AACR ANNUAL MEETING 2020!

Abstract Submission Deadline: Thursday, December 5, 2019
Early Registration Deadline: Friday, December 20, 2019

ABIM
Become a Member! Continuing Medical Education Activity -
ACCREDITED AMA PRA Category 1 Credits™ available

Join the AACR and receive a discount on registration.

The AACR Annual Meeting highlights the work of the greatest minds in cancer science AACR.ORG « #AACR20
and medicine from institutions all over the world. This meeting presents the many 2
scientific discoveries across the breadth of cancer research—from prevention, early
detection, and interception; to cancer biology, translational, and clinical studies; to
survivorship, population science, and advocacy. This year’s program, with the theme of
“Turning Science into Lifesaving Care,” will be a comprehensive, cutting-edge scientific
event that you will not want to miss!

We look forward to seeing you! 1901031N



Genome Institute
of Singapore

A*STAR

Postdoctoral Positions

About SCISSOR

Single-Cell In Situ Spatial Omics at subcellular Resolution (SCISSOR) is a well-supported multidisciplinary program that aims to introduce new paradigms for
cancer biology and diagnostics, using spatial and non-spatial omics technologies. Our team comprises of computational biologists (lead: Shyam Prabhakar),
oncologists (lead: Iain Tan), biotechnologists (lead: Kok Hao Chen), and pathologists (lead: Tony Lim) with a track record of combining cutting-edge
computational and experimental approaches to infer disease mechanisms and develop clinical applications (Chen et al., Science 2015; Li et al., Nat Genet 2017;
Sun et al., Cell 2016; Fukawa et al., Nat Med 2016; del Rosario et al., Nat Methods 2015; Kumar et al., Nat Biotechnol 2013; Ku et al., Lancet Oncol 2012).

We are looking for bright, motivated individuals who are interested in working on cutting-edge research projects that leverage single cell and spatial omics. Our
interdisciplinary team combines experimental biology, technology development and computational biology to address major questions in cancer biology.

Position 1
Postdoctoral fellow: Machine Learning and Mathematical Analysis of Spatial Transcriptomics Data

Successful candidates will develop and apply algorithms for the analysis of large-scale cancer data. This will be a unique opportunity to lead computational
analysis of new types of data in the nascent field of spatial transcriptomics.

Requirements:
Strong programming skills

Expertise in mathematics, computer science, statistics, engineering, machine learning, signal processing, computational genomics, or a related field
General quantitative intuition
Strong publication record

Strong communication skills

The ability to work closely with clinicians and experimental biologists

Position 2
Postdoctoral fellow: Assay Development, Cancer Markers and Mechanisms

Successful candidates will have the opportunity to lead experimental design and execution for a spatial transcriptomics study looking at DNA and RNA changes
in a variety of human cancers at subcellular resolution.

Requirements:
Expertise in cancer biology, immunology, genomics or related fields

Skilled in molecular and cellular assays
Strong publication record

Team player and strong communication skills (oral and written)

The ability to work closely with clinicians and computational biologists

Benefits:
The Genome Institute of Singapore offers a competitive salary and a complete benefits package that ensures a very high living standard in one of the most modern
cities in the world.

About the Organisation

The Genome Institute of Singapore (GIS), A*STAR Research Entities is the national flagship program for genomic science in Singapore. GIS is located within
the Biopolis, the biomedical research hub of Singapore, which houses in close proximity research institutes under the Agency of Science, Technology and
Research (A*STAR), biotech startups and international pharmaceutical corporations. The applicant would have the opportunity to interact with scientists,
bioinformaticians, clinicians, engineers and other professionals from all over the world in a vibrant, intellectually stimulating and scientifically curious setting.
You will be part of a vibrant scientific community where you will have the opportunity to share your ideas and demonstrate your skills and passion for scientific
research. You can find out more about the Genome Institute of Singapore online: https://www.a-star.edu.sg/gis/.

Why Singapore?
Singapore, a city-state with one of the highest standards of living in the world, is an international hub for the biomedical sciences. Singapore is a tropical city with
arich Asian heritage and modern style of living, and is an ideal gateway to explore Asia providing a unique experience and an excellent quality of life.

How to Apply
To apply, please email your CV and names of references to: prabhakars@gis.a-star.edu.sg, arulrayan@gis.a-star.edu.sg
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A novel solution for
SNP/somatic mutation detection
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Eprobe is a DNA-based fluorescéentigFobe W SausARorescence when specifically binding to a
complementary strand. Melting curve amalys er PCR can detect SNP genotype and
somatic mutations. Two fluorescent dyes (thiazole orange and thiazole pink) are available.

e High resolution SNP detection—Increased Tm (approx.10°C) by the thiazole orange enables a shorter probe
design and a clearer distinction of SNPs

e Simple and highly sensitive somatic mutation detection—sensitive detection of somatic mutations (down to
0.1%) can be achieved by suppression of PCR amplification of wild-type alleles by Eprobe (PCR clamping)

e Compatible with most real time PCR instruments—fluorescence emitted by Eprobe can be detected using a
filter for SYBR® Green |* *syBreisa registered trademark of Molecular Probes, Inc.

e Easy to use online design tools—a design tool for a primer/Eprobe (E-design, www.dnaform.com/edesign2/)
and a thermodynamic calculation tool (ECHO, www.dnaform.com/devel/echo/thermodynamics/) are available

15000 290

5 Fluorphore

allele (T;Thyg allele (G;G)

11000
o allele (T;G)
7000
5000
3000 ///\
1000 \k%
-1000 o
30 35 40 45 50 55 60 65 70 75 80"
SNP genotyping for IL28B (rs8099917
T;G) using an allele G specific Eprobe

wiE |earn more at

LT

100% mutant
10% mutant
1% mutant

wild type

Somatic mutation detection of KRAS
G12D using an wildtype specific Eprobe.

www.dnaform.jp/en/products/fluorecent_oligonucleotide/eprobe_eprimer/

3.0 nmol 5.0 nmol 10.0 nmol

1.5 nmol

(excitation/emission)

Thiazole orange 19,000 JPY 30,000 JPY 45000 JPY 70,000 JPY
(510 nm/ 530 nm) A g g g
ThiazoleTpink 45,000 JPY 70,000 JPY 110,000 JPY 170,000 JPY
(570 nm /590 nm) % 2 % ?

Special offer for new customers

50% OFF the list price!

All Thiazole orange-labeled products

Precision gene technologies
contact@dnaform.jp



The CellRaft AIR

mage, Sort, Isolate.

Expand your single cell analysis research with imaging-based sorting.

The CellRaft AIR System integrates single cell imaging and viable cell isolation, with
no minimum input requirement — and works with virtually any cell type.

* Phenotyping by imaging provides more information
than RFUs alone

* Perform ‘on-array’ functional assays like co-culture
or drug challenges

* Verify live single cells and eliminate empties,
doublets, or dying cells

* Flexible for any downstream process — NGS,
multi-omics, expansion culture

* Inform, QC, and cross-reference your genomic data
analysis with cell images

Learn more about the CellRaft AIR system and how it can accelerate OO.OO(S>O EEI—I—
your single cell analysis research at cellmicrosystems.com O&QOQQ Microsystemse
O
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