Forefront of Gene Therapy Manufacturing
FROM BENCH TO BEDSIDE

AFFORDABLE RESEARCH TOOLS PRE-CLINICAL/CLINICAL
Providing low-cost, high-quality High Titer, High Purity. Providing custom, on-demand virus
vectors for use in cells, small/large Rapid turn around times. for pre-clinincal and clinical applications.
animal models and in the clinic. Additional research tools Additional services: Master and
Scalable proprietary transfection include AAV Biosensors - GCaMP, Working cell banking, Aseptic filling,
process, providing the benefit of RCaMP, CaMPARI, jRGECO1; ORF QC testing. Compliant with US FDA
higher cost-effectiveness. clones, ZIKA, viral controls. and EU EMA regulatory requirements.

E“ E Feature Viral Vector Application Note.
i

" in AAV, Adenovirus and Lentivirus gene delivery.

DOWNLOAD FREE

APPLICATION NOTE vigenebio.com/virus-manufacturing

) _ _ 1-800-485-5808
Vigene Biosciences vigenegmp.com

Excellence in Gene Delivery vigenebio.com
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® A targetgd sequencir
fits. Period. This revo
i tube assay format is corr
® the most challenging and
& biological samples, including FF
. cfDNA. Accel-Amplicon Custom N
® Panels generate highly multiplexe
libraries for comprehensive coverage

of critical hotspot SNVs, contiguous

o tiled regions in coding sequences,

and intron-exon boundaries. And it is
compatible with your existing lllumina®
and lon Torrent™ sequencing platforms.

Accel-Amplicon”
Custom NGS Panels swiftbiosci.com

© 2018, Swift Biosciences, Inc. The Swift logo and Accel-Amplicon are trademarks of Swift Biosciences. This product is for Research Use Only. Not for use in diagnostic procedures. 18-2009, 5/18



iontorrent

lon
Ampliseq ™
On-Demand:
Panels |

Gene panels on demand, how and

when you want them

lon AmpliSeq On-Demand Panels help you get more from
targeted next-generation sequencing

e Now more selection—build custom panels from a growing catalog of over
5,000 pretested genes most relevant in inherited disease research*

e Now more sizes—order the exact quantity you need: 8, 24, 32, and 96
reactions per pack

With practical pack sizes that help lower up-front cost, and a powerful
content selection engine that automates optimal gene selection,

lon AmpliSeg™ On-Demand Panels help you do targeted sequencing
in your own lab, your own way.

Do targeted sequencing your way at ampliseq.com

Learn more at thermofisher.com/ampliseqondemand

For Research Use Only. Not for use in diagnostic procedures. © 2017 Thermo Fisher Scientific Inc. All rights reserved.
All trademarks are the property of Thermo Fisher Scientific and its subsidiaries unless otherwise specified. COL05650 1217

ThermoFisher
SCIENTIFIC



Knock Out
Any Gene!

CRISPR/Cas9
KN2.0 Gene Knockout Kits

KN2.0 is the 2" generation gene knockout kit
with non-homology mediated efficiency and GFP
puro selection. The vast majority of gene
knockout is bi-allelic.

© High Knockout Efficiency

© Non-homology Mediated

Scan to view
CRISPR/Cas-9 Video

© GFP-puro Selection

Come to OriGene,
the trusted molecular biology
expert, for your CRISPR needs.

Kit Components Include:

- 2 guide RNA vectors to ensure
efficient cleavage

« Donor cassette: EF1a-GFP-P2A-Puro g O RI G E N E

www.origene.com/crispr-cas9




What's In Your CRISPR Experiment?

High-quality,
high-purity,

Cas? Nuclease
CRISPRcraft™ S.p. Cas9 Nuclease

Have confidence in your gene editing experiments.

Get high-quality Cas? with reliable performance from an ISO-certified manufacturer.
And at under $200 USD for 120 ug, you don't have to limit your CRISPR experiments.

Are you a frequent Cas9 user? Contact us for volume discounts, custom dispensing and
even OEM partnerships: bizdev@lucigen.com.

Test it for yourself!
Request your free sample:

https://goo.gl/uEktsw

Lucigen is working to improve people’s lives by providing quality prod-  over 325 biomedical research products and services to customers world-
ucts and services to life science and healthcare professionals. Founded — wide. Core competencies include enzymes and reagent manufacture,
in Wisconsin in 1998, Lucigen offers products and services that enable = competent cells, PCR and isothermal amplification, next gen sequencing,
life-science professionals to perform their research and testing more  and custom and OEM partnering solutions using our in-house expertise in
efficiently and effectively. The company has grown to manufacture and sell  a broad array of enzyme classes, applications, and technologies.

N
Lucigen

I1SO
é B Simplifying Genomics

Management

lucigen.com

For investigational use only.
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SBS Genetech Co.,Ltd.

Custom Oligonucleotides

€ Regular oligos

@ Long oligos

€ Phosphorothioated oligos (S-Oligos)
€ Modified oligos

@ Fluorescent oligos

€ Tagman probes

€ Molecular beacon

® Oligo pool & microarray

Custom Peptide Synthesis

@ Purities from desalt to 98%
@ Acetylation/Amidation

@ Phosphorylatd peptides

@ Fluorescein/Biotin labeled peptides

@ Specialty peptides with unnatural amino acids
@ Cyclic peptides

€ KLH/BSA/OVA Conjugation
€ Multiple Antigenic Peptides
@ Peptide nucleic acid (PNA)

Beijing SBS Genetech Co. Ltd.
Fax: +86-10-82784290
Email: order@sbsbio.com Wel



NEW ENGLAND be INSPIRED
B' Lab » | drive DISCOVERY
ZO SInc. stay GENUINE

N1 9 .

Purified, recombinant proteins
for genome editing applications

Cas nucleases, key proteins involved in CRISPR/Cas Schematic representation of Cas9 Nuclease, S. pyogenes
e A sequence recognition and DNA cleavag
genome editing, are now available from New England

Biolabs". These Cas nucleases expand the portfolio of
products from NEB" that support CRIPSR workflows,

including sgRNA cloning, transcription and HDR

template construction. _ TargetONA

Download our Genome Editing Brochure g
at www.neb.com/GenomeEditing Gl

Cas9 Nuclease,
S. pyogenes

NOW AVAILABLE:
EnGen" Spy Cas9 Nickase, EnGen Spy dCas9
(SNAP-tag®) and EnGen Lba Cas12a (Cpfl)

One or more of these products are covered by patents, trademarks and/or copyrights owned or controlled by New England Biolabs, Inc. For more information, please email us at gbd@neb.com.
The use of these products may require you to obtain additional third party intellectual property rights for certain applications. © Copyright 2018, New England Biolabs, Inc.; all rights reserved.
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SBS Genetech Co., Ltd.

Custom PNA Synthesis

PNA (Peptide Nucleic Acid) is an artificially synthesized polymer similar to DNA or RNA. The various purine and
pyrimidine bases are linked to the backbone by methylene carbonyl bonds as in peptides. Since PNA contains no
charged phosphate groups, the binding between PNA and DNA is stronger than that between DNA and DNA due
to the lack of electrostatic repulsion. PNA is resistant to DNases and proteases, and is extremely stable in vivo as

well as in vitro.
PNA Applications

O Sequence specific PCR blocker (PNA clamp)

O FISH probes for telomere, centromere, gene
specific probes, infection test

O Anti-sense/ anti-microbial reagents
O miRNA inhibitors
O Double strand DNA invasion & capture

O Microarray probes

PNA Order

O The price of custom oligo is dependent on the
length, amount and label
O HPLC and MALDI-TOF data will be provided
O Synthesis scales: 50 nmole, 100 nmole, and 200 nmole
O Purity: >90%, and >95%

© Turn-around: 2~3 weeks for the most cases

Beijing SBS Genetech Co. Ltd.
Fax: +86-10-82784290 Rl |

Email: order@sbsbio.com W



GO EXPONENTIAL

Accelerate the pace of discovery with the power of Linked-Reads

In a world of incremental improvements, true breakthroughs are born from massive leaps forward.
The genomics community is not about shifting paradigms but shattering them. With Linked-Read
seqguencing data, we can achieve a comprehensive understanding of genomic variation. Power your
next discovery with Chromium™ Solutions that uncover the genome and exome data you've been
missing. Now, you can resolve ambiguous single nucleotide variants, obtain phasing and haplotype

information, identify structural variants, and assemble genomes without breaking a sweat.

Biology is challenging. Research is a race. Get there faster.
Learn more at go.10xgenomics.com/linked-reads

\ o
1 O/\ GENOMICS



; Dovetail

' GENOMICS
s \
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Challenges with structural variant detection?
..How about from FFPE?

Dovetail’s technologies
are redefining
structural variation.

Learn more at dovetailgenomics.com/gr/



Echo® Acoustic LIQUID HANDLING

for GENOMIGS

Reduce Library Prep Costs

100-Fold

Echo® Liquid Handlers enable library preparation in low microliter volumes for a
range of sequencing methods. Dramatically reduce reagent costs, conserve samples,
and eliminate steps - all while improving library quality.

Echo acoustic liquid handling allows... Comparison of Liquid Handling Methods*
il i<
» 100-fold reduction of library prep reaction volumes Echo® Liquid Handler

» 30-fold reduction of sample pooling turnaround time Amount of DNA 50 ng 0.06 - 2.0 ng

» Increased sample throughput DNA volume (Rxn) 25uL 200 nL
» Automation of workflow to easily prepare thousands Flbrsry prep yolumeRxn) 43Hl. 400 ol

of samples Total volume 50 uL 0.5 uL
» Improved accuracy of results Reactions per kit 96 9600

Cost per reaction $72.91 $0.73

For more information, visit www.labcyte.com/sequencing. [ : B CYTE ’)
* Low-Cost, High-Throughput Sequencing of DNA Assemblies Using a \)TM
Highly Multiplexed Nextera Process. Shapland et al. ACS Synth. Biol., 2015 Th e FL”-LI re Uf S G i e n G e i S S U u n d

© 2018 LABCYTE INC. All rights reserved. Labcyte®, Echo®, and the Labcyte logo are

registered trademarks or trademarks of Labcyte Inc., in the U.S. and/or other countries. , @Labcvtelnc

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. infU'US@IabGVTE.GUm
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2018

SCIENTIFIC

ONFERENCES

Presenting the most significant research on cancer etiology, prevention, diagnosis, and treatment

12th Biennial Ovarian Cancer Research Symposium
Conference Cochairs: Frances R. Balkwill,

Mary L. (Nora) Disis, Pamela S. Ohashi, and
Elizabeth M. Swisher

September 13-15, 2018 | Seattle, WA

Pancreatic Cancer: Advances in
Science and Clinical Care

Conference Cochairs: Ronald M. Evans,
Manuel Hidalgo, Steven D. Leach,
Gloria M. Petersen, and Brian M. Wolpin
September 21-24, 2018 | Boston, MA

Second AACR International Conference on
Translational Cancer Medicine

Conference Cochairs: Carlos L. Arteaga,

Carlos Gil M. Ferreira, and Gabriel A. Rabinovich
September 27-29, 2018 | Sao Paulo, Brazil

Intestinal Stem Cells and Colon Cancer:

Biology to Therapy

Conference Cochairs: Anil K. Rustgi, Johanna Bendell,
Hans Clevers, Christina Curtis, and Owen Sansom
September 27-30, 2018 | Washington, DC

Metabolism and Cancer

Conference Cochairs: Ralph J. Deberardinis, Tak W. Mak,

Joshua D. Rabinowitz, and M. Celeste Simon
September 28-October 1, 2018 | New York, NY

Fourth CRI-CIMT-EATI-AACR International
Cancer Immunotherapy Conference:
Translating Science into Survival

Conference Cochairs: Nina Bhardwaj, Christoph
Huber, Elizabeth M. Jaffee, and Guido Kroemer
September 30-October 3, 2018 | New York, NY

EACR-AACR-ISCR Conference: The Cutting
Edge of Contemporary Cancer Research
Conference Cochairs: Richard M. Marais,

Eli Pikarsky, and Robert A. Weinberg
October 9-11, 2018 | Jerusalem, Israel

Learn more and register at

AACR.org/Calendar

30th Anniversary AACR Special Conference
Convergence: Artificial Intelligence, Big Data
and Prediction in Cancer

Conference Cochairs: Phillip A. Sharp

and William C. Hahn

October 14-17, 2018 | Newport, RI

11th AACR Conference on The Science of Cancer
Health Disparities in Racial/Ethnic Minorities
and the Medically Underserved

Conference Cochairs: Ivis Febus-Sampayo,

Laura Fejerman, Scarlett Lin Gomez,

Augusto C. Ochoa, and Brian M. Rivers
November 2-5, 2018 | New Orleans, LA

EORTC-NCI-AACR Molecular Targets

and Cancer Therapeutics Symposium

Scientific Committee Cochairs: Charles Swanton,
James L. Gulley, and Antoni Ribas

November 13-16, 2018 | Dublin, Ireland

AACR-KCA Joint Conference on

Precision Medicine in Solid Tumors
Program Committee Cochairs: Tae-You Kim
and Charles L. Sawyers

November 15-17, 2018 | Seoul, South Korea

Tumor Immunology and Immunotherapy
Conference Cochairs: James P. Allison,

Lisa M. Coussens, Ira Mellman, and Drew M. Pardoll
November 27-30, 2018 | Miami Beach, FL

Innovation and Biomarkers in Cancer Drug
Development: A Joint Meeting Presented

By EORTC, NCI, EMA, and AACR

Organizing Committee Chair: Denis A. Lacombe
November 29-30, 2018 | Brussels, Belgium

Targeting PI3K/mTOR Signaling

Conference Cochairs: Lewis C. Cantley,

David M. Sabatini, and Jean J. Zhao

November 30-December 3, 2018 | Boston, MA

AAC_R American Association
for Cancer Research®

FINDING CURES TOGETHER"




We would liké to thank the
members of the

EMBL ATC Corporate
Partnership Programme:
FOUNDER PARTNERS:

Leica Microsystems, Olympus

CORPORATE PARTNERS:

10x Genomics, BD,

Boehringer Ingelheim, Eppendorf, GSK,
Sartorius, Thermo Fisher Scientific

ASSOCIATE PARTNERS:
Merck, New England Biolabs,
Nikon, Promega, Roche, Sanofi

CONFERENCES are held at the
EMBL Advanced Training Centre
Heidelberg, Germany

(unless indicated otherwise)

COURSE LOCATIONS:
Heidelberg | Hinxton

TRAIN ONLINE!

* free online courses and webinars

e created by our tools and
resource experts

e learn at your own pace
www.ebi.ac.uk/training/online

For further details visit our website:

www.embl.org/events
¥ f @emblevents

EMBL

EMBL 2019¢

Courses and Conferences

7

14 - 18 Jan * EMBL Course

Advanced Training with Oxford Nanopore
Technologies

21 - 25 Jan * EMBL Course

Bioinformatics for Discovery

29 - 31 Jan * EMBL Course

Data Carpentry

2
Z

3 -8 Feb ® EMBL Course
Analysis and Integration of Transcriptome
and Proteome Data

4 -8 Feb ® EMBL Course

atics for Life

6 — 8 Feb ® EMBL Industry Workshop
Cryo-EM in Industry and Academia

11-15 * EMBL Course

Introduction to Multiomics Data Integration

26-28 * EMBL Course
Bioinformatics Resources for Protein Biology

7

4 -8 Mar » EMBL Course
Single-Cell Immunology

7 — 9 Mar ® EMBL-Wellcome Genome
Campus Conference

Proteomics in Cell Biology and
Disease Mechanisms

11— 15 Mar  EMBL Course

Target Engagement in Biology and
Drug Discovery

13 — 15 Mar ® EMBO Worksh
Visualizing Biological Data (VIZBI 2019)

17 — 20 Mar ® EMBO | EMBL Symposium
Synthetic Morphogenesis:

From Gene Circuits to Tissue Architecture
17 — 22 Mar » EMBL Course

Genome Engineering: CRISPR/Cas

19 — 20 Mar ® EMBL Course

Exploring Human Genetic Variation

25 - 29 Mar  EMBL Course

Optogenetics: From Design to Cell Signalling
to Tissue Morphogenesis

25— 29 Mar « EMBL Course

Introduction to Metabolomics Analysis

27 — 28 Mar » EMBL Course
Transgenic Animals -
Micromanipulation Techniques

31 Mar - 3 Apr ® EMBO | EMBL Symposium
Reconstructing the Human Past -

Using Ancient and Modern Genomics

31 Mar - 5 Apr ® EMBL Course

Techniques for Mammary Gland Research

1 -5 Apr  EMBL Course

in Bioi ‘matics with

R/Bioconductor

« * EMBL Course
Introduction to Next Generation Sequencing

7 —12 Apr ® EMBO Practical Course
High-Accuracy CLEM: Applications at Room
Temperature and in Cryo

8- 12 Apr ® EMBL Course
Advanced RNA-Seq Analysis
10— 13 Apr ® EMBO | EMBL Synr

Probing Neural Dynamics with Behavioural
Genetics

7
7z
1 -4 May ® EMBO Workshop

Chromatin and Epigenetics

2 -4 May » EMBL Course

Techniques for Studying Iron in Health and Disease
5—-10 May  EMBL Conference

8t Congress of the International Biolron Society

5-10 May ® EMBL Course
Quantitative Proteomics:
Strategies and Tools to Probe Biology

12 - 18 May * EMBL Course
Single-Cell Omics

13 -17 May * EMBL Course
Fundamentals of Widefield and Confocal
Microscopy and Imaging

13 - 17 May ® EMBL Course
Networks and Pathways

13 — 24 May * EMBL Course

c al Mol I ion

15— 18 May * EMBO | EMBL Symposium
The Identity and Evolution of Cell Types

19 — 24 May * EMBL Course
Advanced Fluorescence Imaging Techniques

28 — 30 May ® EMBL Conference
BioMalPar XV: Biology and Pathology
of the Malaria Parasite

Z
Z

2 -8 Jun ¢ EMBL Course
Extracellular Vesicles:
From Biology to Biomedical Applications

3 -4 Jun e EMBL Conference

Biological Solutions for the Global CO, Challenge
3 -7 Jun * EMBL Course

Whole Transcriptome Data Analysis

4 -6 Jun  EMBL Ci e
Managing a Bioinformatics Core Facility

e

4 -6 Jun  EMBL Ci e
Bioinformatics for Principal Investigators

14 Jun « EMBL Course

12 - 19 Jun  EMBL Course

Microbial Metagenomics: A 360° Approach
17 - 21 Jun * EMBL Course

Cancer Genomics

24 - 28 Jun * EMBL Course

Summer School in Bioinformatics

30 Jun -5 Jul « EMBL Course
Proteomics Bioinformatics

7

1 -5 Jul « EMBL Course
Shift Your DNA and RNA Sequencing Library
Preparation into Hyper-Drive

2 -4 Jul « EMBL Course
Microinj

in Zi ish
From Transgenesis to CRISPR

3 -6 Jul * EMBO | EMBL Symposium

Mechanical Forces in Development

7 —12 Jul « EMBL Course

Super-Resolution Microscopy

7 —12 Jul « EMBL Course

In Silico Systems Biology

9-12 Jul « EMBO | EMBL Symposium

New Approaches and Concepts in Microbiology
19 Jul » EMBL Course

Bioinformatics Resources for Inmunologists

29 Jul - 2 Aug * EMBL Course
Hands-On Flow Cytometry - Learning by Doing!

»
SEPTEMBER 2

1 -6 Sep ® EMBL Course
Chromatin Signatures During Differentiation: Integrated
Omics Approaches to Neuronal Development
4 -7 Sep ® EMBL Conference

Protein Synthesis and Translational Control
8- 17 Sep ® EMBO Practical Course

Current Methods in Cell Biology

11 -13 Sep * EMBO | EMBL Symposium

Multiomics to Mechanisms -
Chall in Data Integrati

14 -2 p * EMBO P

al Course

Synthetic Biology in Action: Bridging Natural/Non-Natural

16 — 20 Sep ® EMBL Course
Structural Bioinformatics
22 - 25 Sep * EMBO Workshop

Creating is Understanding:
ynthetic Biology Masters Ci

23 - 27 Sep * EMBL Course

Introduction to Next Generation Sequencing

23 - 28 Sep * EMBL Course

Liquid Biopsies

29 Sep - 2 Oct ®* EMBO | EMBL Symposium
: From to Complex Traits

30 Sep - 4 Oct ® EMBL Course
Whole Transcriptome Data Analysis

7

OCTOBER 2

7 -9 Oct ® EMBL Conference (Hamburg)

Tools for Structural Biology of Membrane Proteins
8—-10 Oct ® EMBL Course

Exploring Biological Sequences

9 - 12 Oct « EMBO | EMBL Symposium

Seeing is Believing -
I ing the Molecular Pr of Life

16 — 18 Oct ® EMBL Course

Computing Skills For Reproducible Research:
Software Carpentry

16 — 19 Oct ® EMBO | EMBL Symposium

The Non-Coding Genome
21 -25 Oct ® EMBL Course
Analysis of High-Throughput Sequencing Data

24 — 25 Oct ® EMBL Science and Society Conference
Science as Storytelling: From Facts to Fictions

29 - 30 Oct ® EMBL Course
Microinjection into Adherent Cells

Z

NOVEMBER

3-8 Nov ® EMBL Course
H ized Mice in Bi dical Research: Challenges
and Innovations

4 -7 Nov ® EMBL Conference

Cancer Genomics

11 - 15 Nov ® EMBO Practical Course

The Fundamentals of High-End Cell Sorting
14 - 16 Nov ® EMBL Conference

Precision Health: Molecular Basis,
Technology and Digital Health

17 — 22 Nov » EMBL Course

Circular RNAs

20

23 Nov ® EMBO | EMBL Symposium
bolism Meets Epi i

28 - 30 Nov * EMBL Conference
21st EMBL PhD Symposium

7

DECEMBER 2

1 -7 Dec ® EMBL Course
Measuring Translational Dynamics by Ribosomal
Profiling

8 — 10 Dec ® EMBL-Wellcome Genome Campus Co ce
Target Validation Using Genomics and Informatics




.
30th Anniversary AACR Special Conference :

CONVERGENCE:

ARTIFICIAL ~

INTELLIGENCE, BIG DATA AND,
PREDICTION IN CANCER

October 14-17, 2018 | Newport Marriott | Newport, RI

CONFERENCE COCHAIRS

Phillip A. Sharp

William C. Hahn
Dana-Farber Cancer Institute, Boston, MA

ABOUT THIS CONFERENCE

Information technologies have transformed many aspects
of society, but to date they have had a modest impact on
diagnosis, prevention, or treatment of cancer. One of the
first points of intersection of information technologies
on advancing the understanding and control of cancer is
the ability to predict the development, progression, and
malignancy of the disease in both populations and individuals.
New, transformative technologies are emerging that collect
large sets of high-resolution data at levels of single molecules,
single cells, specific tissues, organisms, and populations.

Learn more and register at
AACR.org/AIBDP18

#AACR30SC18

David H. Koch Institute for Integrative Cancer Research at MIT, Cambridge, MA

Extracting insights from these big data sets requires
development of new methods in information technologies
and machine learning and new concepts. It is this interface of
cancer biology, computation, and clinical oncology that will
most likely produce the future breakthroughs in control of
cancer. This AACR Special Conference will cover the state of
the art in understanding the disease of cancer from incident to
early diagnosis, prevention, and treatment, with an emphasis
on approaches that use big data and new computational
methods such as machine learning.

American Association
for Cancer Research’

AACR

FINDING CURES TOGETHER
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VENUE: LUISENSTR. 58/59
POSTER RECEPTION: HANNOVERSCHE STR. 281
1

1MTH BERLIN LATE

SUMMER MESTING
OCTOBER 25+ 27, KIS

COMPUTATIONAL AND EXPERIMENTAL
MOLECULAR BIOLOGY MEET

CONFIRMED SPEAKERS

Ido Amit Mike Levine

Weizmann Institute of Science, Rehovot, Israel Princeton University, Princeton, USA

Hans Clevers Peter Lichter

Hubrecht Institute, Utrecht, the Netherlands DKFZ, Heidelberg, Germany

Patrick Cramer Christiane Niisslein-Volhard
MPI for Biophysical Chemistry, Géttingen, Germany MPI for Developmental Biology, Tubingen, Germany
Claude Desplan Lior Pachter

NYU Biology, New York, USA Caltech, Pasadena, USA

Amanda Fisher Bing Ren

MRC LMS, London, UK UCSD School of Medicine, San Diego, USA
Eileen Furlong Phil Sharp

EMBL, Heidelberg, Germany MIT, Cambridge, USA

Edith Heard Charles Swanton

Institut Curie, Paris, France The Francis Crick Institute, London, UK
Jiirgen Knoblich

IMBA, Vienna, Austria SCIENTIFIC COMMITTEE

Ruth Lehmann all BIMSB Group Leaders

NYU School of Medicine, New York, USA

CONTACT

Irena Perko Radulovic Verena Maier
irena.perkoradulovic@mdc-berlin.de verena.maier@mdc-berlin.de
+49 30 9406 3034 +49 30 9406 3076

WWW.BERLIN-SUMMER-MEETING.ORG

MAX DELBRUCK GCENTER
FOR MOLECULAR MEDICINE
IN THE HELMHOLTZ ASSOCIATION

BI M S B THE BERLIN INSTITUTE \FOR
MEDICAL SYSTEMS BIOLOGY




CAGE 5’-RNA sequence service/library preparation kit

Promoter / Enhancer Annotation
inthe NGS era

Cap Analysis of Gene Expression (CAGE) is a new NGS library preparation method using “cap-
trapping” technology which enables you to detect precise transcription start site (TSS) of RNA pol Il
transcripts including mRNAs, lincRNAs and enhancer RNAs and to quantify their expression accurately.

e Accurate promoter annotation — reliable estimation of promoter positions and their activities based on
precise TSS information

e Estimation of transcription factor binding sites — search transcription factor binding motif around TSS
which have different expression profiles among samples

o Detection of active enhancers — identify active enhancers by detection of bidirectional enhancer RNAs

e Development of new biomarkers — TSS variants are valuable candidate of biomarkers even in the case
that there are no difference at the gene expression level

e Accurate quantification of gene expression — PCR-free library preparation process without frag-
mentation allow for more reliable quantification of gene expression than RNA-seq

. . : .
2114800 2114900 2115000 2115100 2115200 2115300 : : : :
Human CD14 (+) monocyte CAGE library preparation & analysis services

l ‘u l Library preparation for Illumina sequencers 500 USD/sample

d " Sequencing (lllumina HiSeq/ NextSeq) 250 USD/sample

THP1-cells Cancer specific TSS Bioinformatics analysis 250 USD/sample
L

CAGE expression pattern of a histone H3 methyltransferase gene of BisamplEsi(Cat. SR003:8) 2,000 USD

human CD14(+) monocytes and THP-1 leukemia monocytic cells. 48 samples (Cat. 52003-48) 10,000 USD
More than 250 papers using CAGE have been published! DNAFORM

Precision gene technologies

Learn more at cage-seqg.com contact@dnaform.jp
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INSPIRED CELL SOLUTIONS

\

Powerful next-generation gene
activation with Edit-R™ CRISPRa reagents

Increase target gene expression in your cell lines with Dharmacon Edit-R CRISPR activation
(CRISPRa) reagents. From one gene up to the whole human genome, our reagents make
gain-of-function studies easy and efficient.

Synthetic crRNA | Lentiviral sgRNA | Arrayed libraries

All Edit-R CRISPRa guide RNA formats provide effective target gene activation

10000 BASCL1 B EGFR

EPOU5F1 B TTN
1000

101

crRNA:tracRNA sgRNA particles sgRNA plasmid

Edit-R CRISPRa guide RNA

o

—
o

Fold Transcriptional Activation

U20S cells stably expressing integrated Edit-R dCas9-VPR were treated with three formats of Edit-R CRISPRa guide RNAs: synthetic crRNA:tracrRNA, lentiviral sgRNA particles,
or sgRNA plasmid, each targeting ASCL1, EGFR, POU5F1, or TTN genes. Relative gene expression was calculated using qRT-PCR.

dharmacon.horizondiscovery.com/CRISPRa
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