iontorrent

lon
Ampliseq ™
On-Demand:
Panels |

Gene panels on demand, how and

when you want them

lon AmpliSeq On-Demand Panels help you get more from
targeted next-generation sequencing

e Now more selection—build custom panels from a growing catalog of over
5,000 pretested genes most relevant in inherited disease research*

e Now more sizes—order the exact quantity you need: 8, 24, 32, and 96
reactions per pack

With practical pack sizes that help lower up-front cost, and a powerful
content selection engine that automates optimal gene selection,

lon AmpliSeg™ On-Demand Panels help you do targeted sequencing
in your own lab, your own way.

Do targeted sequencing your way at ampliseq.com

Learn more at thermofisher.com/ampliseqondemand

For Research Use Only. Not for use in diagnostic procedures. © 2017 Thermo Fisher Scientific Inc. All rights reserved.
All trademarks are the property of Thermo Fisher Scientific and its subsidiaries unless otherwise specified. COL05650 1217

ThermoFisher
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GO EXPONENTIAL

Accelerate the pace of discovery with the power of Linked-Reads

In a world of incremental improvements, true breakthroughs are born from massive leaps forward.
The genomics community is not about shifting paradigms but shattering them. With Linked-Read
seqguencing data, we can achieve a comprehensive understanding of genomic variation. Power your
next discovery with Chromium™ Solutions that uncover the genome and exome data you've been
missing. Now, you can resolve ambiguous single nucleotide variants, obtain phasing and haplotype

information, identify structural variants, and assemble genomes without breaking a sweat.

Biology is challenging. Research is a race. Get there faster.
Learn more at go.10xgenomics.com/linked-reads

\ o
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SBS Genetech Co., Ltd.

GoodView™ Nucleic Acid Stain
— An alternative to EB

GoodView™ is a new nucleic acid stain, an alternative to the traditional ethidium bromide (EB) stain for detecting
nucleic acid in agarose gels. It emits green fluorescence when bound to DNA or RNA. This new stain has two
fluorescence excitation maxima when bound to nucleic acid, one centered at 268 nm and another at 294 nm. In

addition, it has one visible excitation at 491 nm. The Fluorescence emission of GoodView™ bound to DNA is
centered at 530 nm.

Comparative sensitivity test of GV and EB

Sng 10ng 20ng 30ng 40ng S0ng 60ng TOng

Sensitivity test result of
GV at UV 300nm.

Sng 10ng 20ng 30ng 40ng 50ng 60ng TOng

Sensitivity test result of
EB at UV 300nm.

The result of electrophoresis demonstrates GV is almost as sensitive as EB.

The Test Report from Institute for Environmental Health and Related Product Safety of Chinese Center for Disease
Control and Prevention concludes that:

€ Acute Oral Toxicity Test: GoodView™ Nucleic Acid Stain belongs to nontoxic.

€ Mouse Marrow Chromophilous Erythrocyte Micronucleus Test: Negative. There is no significant difference in
the incidence of micronuclei between test and control groups.

€ Ames Test: Negative. No mutagenicity was observed.

@ In Vitro Mammalian Cell Chromosome Aberration Test: Negative. No increasing aberration rate was observed.

The test report is available upon request.

Beijing SBS Genetech Co. , Ltd.
Fax: +86-10-82784290

Email: order@sbsbio.com Website: www.sbsbio.com
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TARGETED SEQUENCING KITS NGS SERVICES FOR TARGETED SEQUENCING
* Complimentary Probe Design Service * Experimental Design Services

* Compatible with Any NGS Library Prep * Project Management by Dedicated Scientists

* Predesigned Kits for Inmediate Shipment * Best-in-Class Library Preparation and Enrichment

* Custom Kits for Unique Organisms » Sequencing on lllumina® and PacBio®

ArborBiosci.com | info@arborbiosci.com | +1734-998-0751 | Follow us on Twitter: @ArborBio

Arbor Biosciences, myBaits and myReads are trademarks of Arbor Biosciences. lllumina and PacBio are trademarks of lllumina and Pacific Biosciences respectively.
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96 New Reasons to Buy an Echo® Liquid Handler
Introducing the Echo® Qualified 96-well Microplate

A favorite for genomics applications, the Echo® 525 Liquid Handler saves reagents, sample, and time. Transfer of nanoliter volumes with
high accuracy and precision enables assay miniaturization while maintaining data quality. Coming soon, Echo Qualified 96-well Microplates
will link the unsurpassed performance of the Echo System with upstream sample preparation steps performed in a 96-well format.

* Qualified by Labcyte for reproducible acoustic performance
¢ High transparency with high contrast well locators for quick sample identification
e Compatible with the Echo 525 Liquid Handler

For more information, visit www.labcyte.com/echo-525. LA B CYTE \_.)
\__J ™

The Future of Science is Sound
© 2018 LABCYTE INC. All rights reserved. Labcyte®, Echo®, and the Labcyte logo are
registered trademarks or trademarks of Labcyte Inc., in the U.S. and/or other countries.

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. infU—US@laDGvTB.UUm



GENOME EDIT DETECTION

Accelerate genome editing with ddPCR™ Genome Edit
Detection Assays.

Droplet Digital PCR (ddPCR) enables rapid quantification of genome
editing events. Design and order ddPCR Assays to detect NHEJ and
HDR edits, for any target of interest, on Bio-Rad’s easy-to-use Digital

Assay Site. Use these assays to detect editing events with ultra-high B’ o .RAD
sensitivity using minimal amounts of input DNA or to easily distinguish
between homozygous and heterozygous edits in clonal populations.

Find out how Droplet Digital PCR can accelerate your genome
editing research at www.bio-rad.com/GenomeEditDetection
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for Cancer Research’

March 29-April 3 | Georgia World Congress Center | Atlanta, GA

Join us in Atlanta for the latest innovative and
iINspiring cancer research from around the world

Register and save by January 28!

Become a Member! Join the AACR and receive a discount on registration

The AACR Annual Meeting highlights the work of the greatest
minds in cancer science and medicine from institutions all over
the world. This meeting presents the many scientific discoveries
across the breadth of cancer research—from prevention, early
detection, and interception; to cancer biology, translational,
and clinical studies; to survivorship, population science, and
advocacy. This year’s program, with the theme of “Integrative
Cancer Science * Global Impact « Individualized Patient Care,”
will be a comprehensive, cutting-edge scientific event that you

will not want to miss!

INTEGRATIVE CANCER SCIENCE

GLOBA_ IMPACT

INDIVIDUALIZEL PATIENT CARE
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#AACR19

AACR.org/AnnualMeeting
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Meetings

Systems Immunology March 13 - 16

Network Biology March 19 - 23

RNA & Oligonucleotide Therapeutics March 27 - 30
Blood Brain Barrier April 3 -6

Cellular Dynamics & Models April 9 - 12

Ubiquitin, Autophagy & Disease April 23 - 27
Telomeres & Telomerase April 30 - May 4

The Biology of Genomes May 7 - 11

Mechanisms of Metabolic Signaling May 14 - 18
Retroviruses May 20 - 25

84th Symposium: RNA Control & Regulation
May 29 - June 3

Microbiome July 18 - 21

Cell Death August13-17

Eukaryotic mRNA Processing August 20 - 24
Mechanisms of Eukaryotic Transcription August 27 - 31

=3 2019 CSHL Meetings & Courses

nd innerharbor.during m'eet:'ng‘s'ocial

Eukaryotic DNA Replication & Genome Maintenance
September 3 -7

Microbial Pathogenesis and Host Response
September 10 - 14

Stem Cell Biology September 17 - 21

Biology of Cancer: Microenvironment & Metastasis
September 24 - 28

Neurobiology of Drosophila October 1 -5

Genome Engineering: Frontiers of CRISPR/Cas
October 10 - 13

Yeast, an Experimental Organism: Past, Present,
and Future October 23 - 26

Genome Informatics November 6 - 9
Single Cell Analyses November 13 - 16
Zebrafish Neural Circuits & Behavior November 20 - 23

Plant Genomes, Systems Biology and Engineering
December 4 - 7

Development and 3D Modeling of the Human Brain
December 9 - 12

Spring/Summer Courses
High-Throughput Biology: From Sequence to Networks
March 11 - 17

Cryoelectron Microscopy March 14 - 27

Workshop on Leadership in Bioscience March 22 - 25
Quantitative Imaging: From Acquisition to Analysis
April 2 - 16

Cell & Developmental Biology of Xenopus April 3 - 16

Expression, Purification & Analysis of Proteins &
Protein Complexes April 3-16

Advanced Bacterial Genetics June 4 - 24

lon Channels in Synaptic and Neural Circuit
Physiology June 4 - 24

Mouse Development, Stem Cells & Cancer June 5 -24
Metabolomics June 8 - 24

Vision: Linking Circuits, Perception and Behavior
June 12 - 26

Statistical Methods for Functional Genomics June 28 - July 11

Advanced Techniques in Molecular Neuroscience
June 28 - July 13

Single Cell Analysis June 28 - July 13

Drosophila Neurobiology: Genes, Circuits & Behavior
June 28 - July 18

Frontiers & Techniques in Plant Science
June 28 - July 18

Neural Data Science July 13 - 26
Synthetic Biology July 23 - August 5

Chromatin, Epigenetics and Gene Expression
July 23 - August 11

Imaging Structure & Function in the Nervous System
July 23 - August 12

Yeast Genetics & Genomics July 23 - August 12

Workshop on Autism Spectrum Disorders
July 29 - August 4

Neuroscience of Addiction August6 - 12
Proteomics August 7 - 20
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Life Science Alliance

>

New not-for-profit open-access journal now online!

EMBO Press, Rockefeller University Press, and Cold Spring Harbor Laboratory Press
join forces to empower authors to publish new research more efficiently.

Life Science Alliance is a new global, open-access, editorially independent, peer-
reviewed journal committed to rapid, fair, and transparent publication of valuable
research from across all areas in the life sciences.

Papers published in Life Science Alliance meet high scientific and editorial standards
established by the alliance partners. Life Science Alliance welcomes new results,
important confirmatory, negative, and refuting data, as well as community resources
such as datasets, screens, and new methods.

Manuscripts can be submitted to Life Science Alliance directly or by seamless transfer
without reformatting from nine partner journals: The EMBO Journal, EMBO reports,
Molecular Systems Biology, EMBO Molecular Medicine, Journal of Cell Biology,
Journal of Experimental Medicine, Journal of General Physiology, Genes & Development,
and Genome Research.

Authors of papers transferred to Life Science Alliance with or without referee reports
are given a firm commitment prior to transfer. Timely editorial decisions are made
through collaborative consultation between the editorial team and leading academic
scientists. No more than one round of substantive revisions will be requested.

Life Science Alliance: an initiative of three distinguished publishing organizations that
offers authors a new and attractive choice among not-for-profit, open-access journals.

Learn more, sign up for alerts, and submit your research at:

www.life-science-alliance.org

@3 Rockefeller
‘ EMBOpress @ @ University

0‘39 Press
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Eprobe® / Eprirr{erTM fluorescent %* * %

2o
A novel solution for
SNP/somatic mutation detection

Eprobe is a DNA-based fluorescentigfobe W, “" < orescence when specifically binding to a
complementary strand. Melting curve analysis* er PCR can detect SNP genotype and
somatic mutations. Two fluorescent dyes (thiazole orange and thiazole pink) are available.

e High resolution SNP detection—Increased Tm (approx.10°C) by the thiazole orange enables a shorter probe
design and a clearer distinction of SNPs

e Simple and highly sensitive somatic mutation detection—sensitive detection of somatic mutations (down to
0.1%) can be achieved by suppression of PCR amplification of wild-type alleles by Eprobe (PCR clamping)

e Compatible with most real time PCR instruments—fluorescence emitted by Eprobe can be detected using a
filter for SYBR® Green |I* *syBreisa registered trademark of Molecular Probes, Inc.

e Easy to use online design tools—a design tool for a primer/Eprobe (E-design, www.dnaform.com/edesign2/)
and a thermodynamic calculation tool (ECHO, www.dnaform.com/devel/echo/thermodynamics/) are available

15000 290

1000 allele (T;Tyg

11000

100% mutant Fluorphore
(excitation/emission)
10% mutant

5.0 nmol 10.0 nmol

allele (G;G) 40

190
9000

allele (T:G) o Thiazole orange 19,000JPY 30,000 JPY 45,000 JPY 70,000 JPY
7000 140 1% mutant (510nm /530 nm)  —38,060JPY  _60;
5000 &b wild type
wo 7 w0 RISEREPIE 45000JPY  70,000JPY  110,000JPY 170,000 JPY
1000 — (570 nm /590 nm) E 2 2 2
% 3 w0 s o s e e 75 s Fooos w0 s w om0 s Special offer for new customers
SNP genotyping for IL28B (rs8099917 Somatic mutation detection of KRAS 50% OFF the list price!
T;G) using an allele G specific Eprobe G12D using an wildtype specific Eprobe. All Thiazole orange-labeled products
Learn more at

Precision gene technologies

www.dnaform.jp/en/products/fluorecent_oligonucleotide/eprobe_eprimer/ contact@dnaform.jp
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senetic barcodes for in vitro@nd in vivo
cell tracking applications.

,’é AmpR
L Stably label cell populations with up to 10 million CELLECTA sgRNA
unique, error-tolerant barcodes . SCRIBE VECTOR -8 kb

* Expressed in mRNA, compatible with single-cell f B
RNA-seq ;

* Fluorescent and chemiluminescent reporters available

Learn how CloneTracker Barcode products can help you track cell populations
and clonal cell progeny. Visit www.cellecta.com today.

Who we are

Cellecta is a leading provider of genomic products and services. Our
functional genomics portfolio includes gene knockout and knockdown
screens, custom and genome-wide CRISPR and RNAI libraries, construct
services, cell engineering, NGS kits and targeted expression profiling
products and services.

% CELLECTA
We can help your discovery efforts.

www.cellecta.com info@cellecta.com +1 877-938-3910 or +1 650-938-3910 © 2018 Cellecta, Inc. 320 Logue Ave. Mountain View, CA 94043 USA
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