Stay at the \
forefront of cell-frree™

DNA research

With QIAGEN, innovative insights into circulating, cell-free DNA
are possible with trusted solutions for every step of your workflow.

Blood
collection
and ccfDNA
stabilization

Data Biological
analysis interpretation

NGS library
preparation

ccfDNA
extraction

PAXgene® Blood QIAamp® MinElute QlAseq® Targeted Biomedical Ingenuity® Pathway
ccfDNA Tubes QlAsymphony® DNA Panels Genomics Analysis
QlAseq Lib Workbench
QlAcube® seq Library Ingenuity Variant
Preparation Kits CLC Genomics .
EZ1 Advanced XL Workbench Analysis

Discover ccfDNA research solutions today: www.giagen.com/ccfDNA

For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN kit handbook or user manual.
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Quanift X Built to see more from less
JVViIL Accel-Amplicon™ CFTR Panel

BIOSCIENCES™

Transforming The most comprehensive, quick and sensitive assay
NGS Applications to sequence common and rare CFTR mutations

» Covers all 27 exons in CFTR gene

» Sequence-ready libraries in 2 hours
* Requires only 10 ng

- Simple, single-tube assay

GET STARTED NOW: swiftbiosci.com/CFTR



jiontorrent

One tube.
Many answers.

lon AmpliSeq technology helps you get the most
from your precious samples in a single NGS run

From inherited disease and cancer research to animal health studies,

lon AmpliSeq™ targeted next-generation sequencing (NGS) panels, combined
with lon Torrent™ systems, enable reliable, scalable analysis of many genes and
important biomarkers, including SNPs, indels, and fusions—all with one panel,
in just one NGS run.

See how lon AmpliSeq technology can work for you
at thermofisher.com/ampliseq

For Research Use Only. Not for use in diagnostic procedures. © 2017 Thermo Fisher Scientific Inc. Al rights reserved.
All trademarks are the property of Thermo Fisher Scientific and its subsidiaries unless otherwise specified. COL13541 0317
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DELIVERING THE HIGHEST QUALITY GENOME ASSEMBLIES

Chicago™ and Dovetail™ Hi-C
Using read pairs generated by proximity ligation of DNA in chromatin combined with NGS
assemblies, we can dramatically increase the scaffold accuracy and contiguity.

Chicago Hi-C Starting Final
data data Scaffold Scaffold Fold
(read pairs) (read pairs) N50 N50 Improvement
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Lesser 7 01Mb
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Learn more at www.dovetailgenomics.com
or send your genome details to info@dovetail-genomics.com




Ecl %Acoustic LIQUID HANDLING

for SEQUENCING

Miniaturize Nextera Library Prep Reactions
with Echo® Acoustic Liquid Handling

Reduce Sequencing Costs

Echo® Liquid Handlers use acoustic energy to transfer nanoliter volumes of

reagents, allowing the reduction of NGS library preparation reaction volumes.

Dramatically reduce reagent costs, save samples, and eliminate steps -
all while improving quality and throughput.

Miniaturize reactions at least 20-fold and significantly reduce
cost per sample without sacrificing data quality

Streamline assay cleanup and sequence more samples in less time
for higher throughput and productivity

For more information, visit www.labcyte.com/sequencing.

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures.

DOWNLOAD

APPLICATION NOTE

[=] 5 [m]
[=]
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The Future of Science is Sound

Y @labcytelnc

info-us@labcyte.com
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SBS Genetech Co.,Ltd.

Custom Oligonucleotides

€ Regular oligos

@ Long oligos

€ Phosphorothioated oligos (S-Oligos)
€ Modified oligos

@ Fluorescent oligos

€ Tagman probes

€ Molecular beacon

# Oligo pool & microarray

Custom Peptide Synthesis

@ Purities from desalt to 98%
€ Acetylation/Amidation

@ Phosphorylatd peptides

@ Fluorescein/Biotin labeled peptides

@ Specialty peptides with unnatural amino acids
@ Cyclic peptides

€ KLH/BSA/OVA Conjugation

€ Multiple Antigenic Peptides

@ Peptide nucleic acid (PNA)

Beijing SBS Genetech Co. Ltd.
Fax: +86-10-82784290
Email: order@sbsbio.com We



JUST RIGHT

FUR RNA (€

TRANSFORMING RNA ANALYSIS
WITH AUTOMATED SAMPLE QC.

The Fragment Analyzer™ simultaneously quantifies and qualifies
RNA samples, whether you’re performing total RNA, mRNA or small RNA
analysis, or working with degraded materials like formalin fixed tissues.

@DVANCED

L ANALYTICAL

Automating genomic discovery

More at AATI-US.COM




TwistDx

Unwind DNA’'s possibilities

Superb sensitivity. No thermocycler.

Researchers from the Natural Resources Institute, UK, developed an RPA-based assay that
can detect as little as 14pg/ul of purified RNA from a plant infected with Yam mosaic virus;

comparible to the gold standard RT-PCR method, but without the need of a thermocycler.

Discover how this assay could help African farmers: RPA. [+ rea”g worke
twistdx.co.uk/yam twistdx.co.uk | +44 (0)1223 496700



2017-2018

SCIENTIFIC

CONFERENCES

Presenting the most significant research on cancer etiology, prevention, diagnosis, and treatment

International Conference

on Malignant Lymphoma (ICML)

ICML President: Franco Cavalli

Chair, Local Organizing Committee: Michele Ghielmini
June 14-17, 2017 | Lugano, Switzerland

EACR-AACR-SIC Special Conference 2017:
The Challenges of Optimizing

Immuno- and Targeted Therapies:

From Cancer Biology to the Clinic
Conference Cochairs: Anton J. M. Berns,
Nancy E. Davidson, and Silvia Giordano

June 24-27, 2017 | Florence, Italy

Third CRI-CIMT-EATI-AACR International

Cancer Immunotherapy Conference

Conference Cochairs: Stanley Riddell,

Robert D. Schreiber, Christoph Huber,

and Guido Kroemer

September 6-9, 2017 | Mainz/Frankfurt, Germany

Advances in Modeling Cancer in Mice:
Technology, Biology, and Beyond

Conference Cochairs: Cory Abate-Shen,

Kevin M. Haigis, Katerina A. Politi, and Julien Sage
September 24-27, 2017 | Orlando, FL

Tenth AACR Conference on The Science of
Cancer Health Disparities in Racial/Ethnic
Minorities and the Medically Underserved
Conference Cochairs: John M. Carethers,

Rick A. Kittles, Christopher I. Li, and Electra D. Paskett
September 25-28, 2017 | Atlanta, GA

Tumor Immunology and Immunotherapy
Conference Cochairs: James P. Allison,

Carl H. June, Miriam Merad, and Giorgio Trinchieri
October 1-4, 2017 | Boston, MA

Addressing Critical Questions in
Ovarian Cancer Research and Treatment
Conference Cochairs: Robert C. Bast, Jr.,
Ursula A. Matulonis, and Anil K. Sood
October 1-4, 2017 | Pittsburgh, PA

Learn more and register at
AACR.org/Calendar

JAVAXC

Advances in Breast Cancer Research

Conference Cochairs: Myles A. Brown, Tak W. Mak,
Ramon E. Parsons, and Laura J. van ‘t Veer
October 7-10, 2017 | Hollywood, CA

AACR-NCI-EORTC Molecular

Targets and Cancer Therapeutics

Scientific Committee Cochairs: Antoni Ribas,
James L. Gulley, and Charles Swanton
October 26-30, 2017 | Philadelphia, PA

New Horizons in Cancer Research

Conference Cochairs: Nancy E. Davidson,
Kornelia Polyak, Chi Van Dang, Hongyang Wang
November 6-9, 2017 | Shanghai, PR. China

Prostate Cancer: Advances in Basic,

Translational, and Clinical Research

Conference Cochairs: Johann S. de Bono,

Karen E. Knudsen, Peter S. Nelson, and Mark A. Rubin
December 2-5, 2017 | Orlando, FL

Pediatric Cancer

Conference Cochairs: Peter C. Adamson,
Nada Jabado, and Charles W. M. Roberts
December 3-6, 2017 | Atlanta, GA

San Antonio Breast Cancer Symposium
Presented by CTRC-AACR-BCM
Codirectors: Carlos L. Arteaga,

Virginia G. Kaklamani, and C. Kent Osborne
December 5-9, 2017 | San Antonio, TX

Obesity and Cancer

Conference Cochairs: Lewis C. Cantley,
Michael N. Pollak, and Elizabeth A. Platz
January 27-30, 2018 | Austin, TX

Immunobiology of Primary and Metastatic

CNS Cancer: Multidisciplinary Science to

Advance Cancer Inmunotherapy

Conference Cochairs: Hideho Okada,

Robyn S. Klein, Ignacio Melero, and Patricia S. Steeg
February 12-15, 2018 | San Diego, CA

American Association
for Cancer Research

FINDING CURES TOGETHER"




Philadelphia
July 24-28 2017

NGS TECH & APPLICATIONS
CONGRESS: USA

NGS Technologies as a Tool for Progressing Medical Research

Join us in examining the latest next-generation sequencing technologies, analysis methods and applications across
topics at the frontier of genomics, including nanopore sequencing, personalized medicine and genetic screening.

Attendees are free to join talks at the co-located gPCR & Digital PCR Congress and Microfluidics Congress;
providing numerous opportunities to network with those from related disciplines.

The visit can also be extended with four workshops including:

NGS clinical applications
Microfluidics and lab-on-a-chip technologies
TATAA biocentre
Innovations in digital nucleic acid amplification

To secure your complimentary ticket, visit: www.global-engage.com/event/ngs-clinical/#register

SPEAKERS INCLUDE:
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MICHAEL SNYDER OHN D. SARA GOODWIN ROMAN YELENSKY

Professor and Chair of Genetics; MCPHERSON Technology Development Manager, EVP of Bioinformatics and
Director, Stanford Center for Professor, Deputy Director and Cold Spring Harbor Laboratory Sequencing, Gritstone Oncology

Genomics and Personalized

Associate Director for Basic Science,
Medicine, Stanford University

Comprehensive Cancer Center,
University of California Davis

T: +44 (0) 1865 849841 Follow Us

E: laura@globalengage.co.uk y m
www.global-engage.com/event/ngs-clinical

@Lifesciences_GE




Long story short:
Bionano reveals more.

Long- and short-read NGS data identifies
smaller DNA mutations, but lacks critical

information around genome structure.

Bionano genome mapping fills in what’s
missing from sequencing-based data providing
unmatched structural variation discovery and
analysis for structural variations ranging from

1,000 bp to megabase pairs in length.

99% sensitivity for large homozygous

insertions and deletions:

87% sensitivity for large heterozygous

insertions and deletions

98% sen5|t|V|ty.for
translocations

[ ]
b I O n O n o Put the power of Bionano data to work in your research.

GENOMICS Learn more at bionanogenomics.com

*Bionano Genomics. (2016). Bionano Genomics’ Next-Generation Mapping Identifies Large Structural Variants in Cancer and Genetic Disorders [White paper].
http://bionanogenomics.com/wp-content/uploads/2017/02/Bionano_Human-Structural-Variations-White-Paper.pdf
© 2017 Bionano Genomics. All Rights Reserved. For Research Use Only. Not for Use in Diagnostic Procedures.



SYNTHEGO

High Efficiency
Chemically Modified
Synthetic sgRNA

for CRISPR

Essential for CRISPR Editing
in Primary, Stem Cells,
Therapeutic Applications
and Challenging Cell Lines.

synthego.com/cshl
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