JUST RIGRT

HOR...

AUTOMATION FOR THE COMPLETE
LINEUP OF GENOMIC APPLICATIONS

For any throughput, for any application, the Fragment Analyzer™
is the premier instrument for simultaneously automating the qualification
and quantification of nucleic acid fragments and smears.

Amwnm:sn
2 ANALYTICAL More at AATI-US.

Automating genomic discovery




Accel-NGS® Methyl-Seq Library Kit
+ Simple 2-hour protocol

« DNA inputs from 100 pg to 100 ng

* Low bias library preparation

« Compatible with WGBS, RRBS,
and other enrichment methods

Soar Above. Discover More.

Expand Your Epigenetics
Discovery by Sequencing
More of the Methylome

Swifty

BIOSCIENCES™

www.swiftbiosci.com

W Accel-NGS®

aaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa
are registered trademarks of Swift Biosciences.



iontorrent

o’

o

The new lon S5™ System.
Targeted sequencing has
never been simpler.

Simple library prep tools, cartridge-based reage
automated data analysis have reduced DNA-to-dé
hands-on time to less than 45 minutes. So you'll 8
less time doing routine molecular biology, and mor
time informing time-sensitive decisions.

As little as 1 ng low-quality DNA
sample input for library prep

@ Less than 15 minutes of

sequencing setup time

%% Fastest run time of any

benchtop sequencer

Watch the lon S5 System in action at Thermo FiSher
SCIENTIFIC

For Research Use Only. Not for use in diagnostic procedures. © 2015 Thermo Fisher Scientific Inc. All rights reserved. All trademarks
are the property of Thermo Fisher Scientific and its subsidiaries unless otherwise specified. CO019129 1015




LENOGEN

Enabling complete transcriptome sequencing

rRNA Depletion -
Do it reasonably

Crude RNA extract contains a vast amount of

ib | RNA which i lly of less interest — :
ribosoma which is usually of less interes Elimination of cytoplasmic and

to most researchers, and depletion of those . C
' P mitochondrial ribosomal RNA

molecules is a critical process for efficient
RNA-Seq. 1 hour of hands-on time

USD 29.7/sample*
However, with the solutions offered to date, it
has been one of the most cost consuming
processes within the RNA-Seq pipeline. We at
Lexogen do not think this is reasonable at all.
We believe Ribosomal RNA depletion should be
easy and affordable for all researchers, and
therefore we introduced the RiboCop rRNA
Depletion Kit.

Free trial kits are available
Contact us at info@lexogen.com / +43 1345 1212 - 41
www.lexogen.com

*For a kit with 96 preps.



NGS-ready samples for gene expression
Thousands of single cells, individually barcoded
and indexed, now at the transcript level

The new BD FACSseq™ cell sorter selects The affordable BD FACSseq cell sorter combined
thousands of individual cells, quickly discarding any with BD Precise assays lets you easily amp up
dead/dying cells and then isolating them into PCR your lab’s productivity to help ensure that your
plates that contain preloaded BD™ Precise reagents high quality single cell samples are ready for gene
for your customized targeted gene expression expression assays. And, you can significantly
assays. A much simplified workflow prepares the increase data accuracy and throughput while

CLomAt CLINICAL Ao ncszARCH rLow samples for absolute and direct molecular counting controlling costs.
CYTOMETRY COMPANY OF THEYEAR AWARD of transcripts by next generation sequencing
(NGS), while minimizing amplification bias that can Find out how at
potentially occur in these crucial steps. bdbiosciences.com/go/facsseq

BEST
PRACTICES

AWARD

al BD Biosciences

ass 1 Laser Product. S

For Research Use Only. Not for use in diagnostic or therapeutic procedures. 2350 Qume Drive
BD, BD Logo and all other trademarks are property of Becton, Dickinson and Company. © 2015 BD San Jose, CA 95131
23-17810-00 bdbiosciences.com




Single Molecule &

Single Cell Analysis

15 - 16 March 2016 e  Madrid, Spain

#SMSCA2016 Q

Keynote Speakers

Chwee Teck Lim Menno Prins Ulf Landegren
Professor Professor Principal
National University ~ Eindhoven Investigator
of Singapore University of University of
Technology Uppsala

Whether you are working in research & Agenda Topics
development, device integration, sample

preparation, information management or
device manufacturing, this meeting will
explore the key challenges you face. +  Single Molecule Sequencing

Liquid Biopsies
Registered delegates also benefit from ol e & ,
unrestricted access to the co-located NG I C S e

meetings, Lab-on-a-Chip Europe and Point - Digital PCR
of Care Diagnostics.

Biological Heterogeneity

Poster submission deadline
08 March 2016

Register Now and save up to €200

selectbio.com/SMSCA2016

enquiries@SELECTBIO.com +44 (0)1787 315110
Woodview, Bull Lane, SUDBURY, CO10 OFD, UK
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SBS Genetech Co.,Ltd.

Custom Oligonucleotides

@ Regular oligos

€ Long oligos

€ Phosphorothioated oligos (S-Oligos)
€ Modified oligos

@ Fluorescent oligos

€ Tagman probes

€ Molecular beacon

# Oligo pool & microarray

Custom Peptide Synthesis

@ Purities from desalt to 98%
@ Acetylation/Amidation

€ Phosphorylatd peptides

@ Fluorescein/Biotin labeled peptides

@ Specialty peptides with unnatural amino acids
@ Cyclic peptides

€ KLH/BSA/OVA Conjugation
€ Multiple Antigenic Peptides
@ Peptide nucleic acid (PNA)

Beijing SBS Genetech Co. Ltd.
Fax: +86-10-82784290

Email: order@sbsbio.com We



TwistDx

Unwind DNA’s possibilities

Works, straight out the box.

Sometimes your best ideas are simple, like using ultra-fast, isothermal DNA/RNA amplification
recombinase polymerase amplification (RPA) with your next microfluidics, agriculture or water-

testing project. It works with PCR primers straight out the box, no thermocycler needed.

Read over 80 inspirational RPA publications RPA. [+ rea[lg worke.
twistdx.co.uk/publications twistdx.co.uk | +44 (0)1223 496700



AACR Annual Meeting

American Association
for Cancer Research

APRIL 16-20, 2016
ERNEST N. MORIAL
CONVENTION CENTER
NEW ORLEANS, LA

For more information visit
www.AACR.org/AACR2016

Delivering

rough(Cancer
Science

Join us in New Orleans

for the best cancer science and medicine meeting in the world...
the AACR Annual Meeting 2016!

You are invited to stretch your boundaries, form collaborations, attend sessions outside of your own area of expertise, and learn how to
apply exciting new concepts, tools, and techniques to your own research.

Get your fill of ground-breaking cancer science each day, and then enjoy the great sounds, food, and culture that is New Orleans.
If you can only attend one cancer science meeting this year, the AACR’s Annual Meeting is it!

Be sure to register early to take advantage of reduced rates!

Become a Member!

Join the AACR and enjoy substantially reduced registration rates, the privilege of sponsoring an abstract for
the Annual Meeting, funding and award opportunities, and much more.

We look forward to seeing you in New Orleans!
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LEAD NATIONAL-SCALE
GENOMICS PROJECTS

We are scientists, engineers, communicators, and data lovers.
We are musicians, homebrewers, yogis, cyclists, and chess players.

Our team is passionate about how genomics and technology can

impact and improve human health. And, as part of an innovative

startup building the most advanced cloud computing platform for
biomedical data analysis - that impact is huge.

At Seven Bridges, turn your ideas, research,

and software into tools used by researchers
around the world.

SevenBridges

jobs.sevenbridges.com



@ affymetrix

eBioscience

excellence

Detect RNA and protein simultaneously

in millions of single cells

PrimeFlow® RNA Assay reveals the dynamics of RNA and protein expression within individual ceIIs
using a standard flow cytometer, facilitating unprecedented analysis of single cell biology.

Learn more at www.affymetrix.com/single-cell-genres

© 2015 Affymetrix, Inc. All rights reserved. For Research Use Only. Not for use in diagnostic procedures.

eBioscience GeneChip USB
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