BLOW UP YOUR y
GENOMICS WORKFLOW.

- Automate nucleic acid @C and get on with your life sciences.

If sample QC takes you more than two minutes, it’s too manual. Fragment Analyzer™ takes the
job off your hands —streamlining lab operations and wiping out errors. Just pipette once and it
delivers truly reliable results via automated capillary electrophoresis.

No chips. No tapes. No compromises.

Setup in seconds
Get resolution down to 2 base pairs
Detection starts at 5 pg/pL

DITCH YOUR TIRED OLD WORKFLOW AT AATI-US.COM.

ADVANCED
ANALYTICAL
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Advancing throuéh Genomics

Next-Generation Sequencing(NGS)
Whole genome Sequencing (Hiseq X Ten)
Exome Sequencing

Trageted Sequencing

Long Read Sequencing

Transcriptome Analysis, small RNA
Epigenomics

crogen.com / ngs@macrogen.com

Website.
dna.macrogen.com

L

Looking for
A Genomic Research
Partner?

Bio Informatics

Assembly / Mapping
Variant (SNP / Indel) calling
CNV & Breakpoints
Expression Profiles

DEGs / miRNA

Enrichment Profiles

Gene Annotation

Capillary Sequencing
Microarray
Oligonucleotide Synthesis

Genetically Engineered Mouse




UNION Tools for Model Organisms
BIOMETRICA in Research

Large Particle Analysis and Sorting

COPAS & BioSorter - large
particle flow cytometers for gentle
analysis and automated sorting of
model organisms from C.elegans to
Drosophila and zebrafish as well as
large & fragile cell clusters (10-1500
micron diameter).

(see Schertel, et al., 25:1-11 in this issue)

Il gl i 13 | Channeix = ] Dugemed enly
)

Profiler - digitizes optical
density and fluorescence
patterns along the axial length
of the object as it passes
through the flow cell. Resulting
Profile maps the location and
intensity along the length of
the organism.

VAST BioImager - Automated
positioning of larvae during large imaging
screens. Loads larva into capillary, positions
and rotates them for your microscope
camera.

www.unionbio.com



LIBRARY PREPARATION FOR NEXT-GEN SEQUENCING

Total RNA-seq libraries from highly
degraded samples

SMARTer® Universal Low Input RNA Kit for Sequencing

SMARTer tools for total RNA-seq excel
even with the most difficult samples

The SMARTer Universal Low Input RNA Kit for Sequencing is the
preferred SMARTer solution for highly fragmented RNA. When
combined with our RiboGone™ - Mammalian rRNA-removal kit, the
SMARTer Universal kit generates sequencing libraries with very low
rRNA reads and excellent reproducibility from 10-100 ng of degraded
RNA. cDNA generated with this kit is compatible with both lllumina®
and lon Torrent library preparation kits and sequencing platforms.

See more at El5EEE
www.clontech.com/FFPE R
or call 1.800.662.2566 [m] 2=

Scan to find out more

ﬁ Clontech Laboratories, Inc. ® ATakara Bio Company
a a a C I O n t e c h United States/Canada: +1.800.662.2566 » Asia Pacific: +1.650.919.7300 » Europe: +33.(0)1.3904.6880 + Japan: +81.(0)77.543.7247
b\ For Research Use Only. Not for use in di ic or therapeutic p dures. Not for resale. lllumina is a registered trademark of lllumina,
Inc. Takara and the Takara logo are trademarks of TAKARA HOLDINGS, Kyoto, Japan. Clontech, the Clontech logo, RiboGone, SMARTer,

and that's GOOD science! are trademarks of Clontech Laboratories, Inc. All other marks are the property of their respective owners.
Certain trademarks may not be registered in all jurisdictions. © 2015 Clontech Laboratories, Inc.

www.clontech.com  04.15 Us (633648)




Personalis®
ACE Services for Cancer Research & Clinical Trials

VISIT US AT

AACR 2015 | Booth 2156

Personalis @ AACR 2015

Exhibitor
Spotlight Theater A

TUESDAY, APRIL 21
@ 10:00 AM

Exhibit Hall

ACE Extended Cancer Panel for DNA and RNA

The Most Complete and Accurate Tumor Profiling

Designed for both cancer research and clinical trials

The Accuracy and Content Enhanced (ACE) Extended Cancer Panel has been designed

to support both cancer research and clinical trials. It provides more coverage of gene enhanced
coverage of

pathways and functions known to be involved in cancer biology than any other panel
commercially available. Up until now discovery researchers have had to make a choice

between the breadth of sequencing used to find novel variants in cancer-related genes, Ove r 'I 3 O O +
’

and the depth of sequencing needed to identify variants present at low allelic fraction.

The Personalis ACE Extended Cancer Panel is the first service to combine the breadth Ca ncer genes
of coverage for novel variant discovery across key cancer pathway genes, with the
sequencing depth needed to detect variants present at low allelic fraction. and

0 Comprehensive coverage of key cancer pathway genes OVGI’ 20 O+
MiRNA genes

0 >500x mean coverage over the extended footprint (DNA)

0 Sensitivity for both known and novel fusion events (RNA)

0 The most advanced and complete informatics analysis

www.personalis.com/cancer
info@personalis.com

+1 855 436-6634 | +1 650 752-1300

Personalis
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A Genetic Perspective on Diversity; Race, and Medicine

HUMAN
VARIATION

A Genetic Perspective on Diversity, Race, and Medicine

Editor
ARAVINDA CHAKRAVARTI

Edited by Aravinda Chakravarti, Johns Hopkins University School of
Medicine, Institute of Genetic Medicine

S ince the appearance of modern humans in Africa ~200,000 years
ago, we have migrated around the globe and accumulated genetic
variations that affect our appearance, skin color, food tolerance, and
susceptibility to different diseases. This book provides a state-of-the-art
view of human genetic variation and what we can infer from it, survey-
ing the genetic diversity seen in Africa, Europe, the Americas and India,
and discussing how this new knowledge can be used to improve human
health in the era of personalized medicine.

2014, 131 pp., illustrated (21 4C, 5 B&W), index

Hardcover $75 £47
Paperback $59 £37

ISBN 978-1-621820-90-1
ISBN 978-1-936113-25-5

CONTENTS
Preface

Perspectives on Human Variation Through
the Lens of Diversity and Race
Aravinda Chakravarti

What Type of Person Are You? Old-Fashioned
Thinking Even in Modern Science
Kenneth M. Weiss and Brian W. Lambert

Social Diversity in Humans: Implications and
Hidden Consequences for Biological Research
Troy Duster

Genetic Diversity in Europe
Krishna Veeramah and John Novembre

Genetic Variation and Adaptation in Africa:
Implications for Human Evolution and Disease
Felicia Gomez, Jibril Hirbo and Sarah A. Tishkoff

A Genomic View of Peopling and Population
Structure of India
Partha P Majumder and Analahba Basu

Human Genetic Variation: Americas
Andres Ruiz-Linares

Will Genetics Help Us Understand Indian
Social History?
Romila Thapar

Race in Biological and Biomedical Research
Richard S. Cooper

Personalized Medicine and Human
Genetic Diversity

Yi-Fan Lu, David B. Goldstein,

Misha Angrist, and Gianpiero Cavalleri

Index

www.cshlpress. org



EPIGENETICS B

Fe,

Second Ed/t/on

Edited by C. David Allis, The Rockefeller University; Marie-Laure Caparros, London; Thomas Jenuwein,
Max-Planck Institute of Immunobiology and Epigenetics; Danny Reinberg, Howard Hughes Medical Institute,
New York University School of Medicine-Smilow Research Center; and Monika Lachner, Associate Editor,
Max-Planck Institute of Immunobiology and Epigenetics

n many biological processes the regulation of gene expression involves epigenetic mechanisms. In this new edition of

Epigenetics, 36 chapters written by experts in the field introduce and explain epigenetic effects from many perspectives.
These include the varied molecular mechanisms underpinning epigenetic regulation, discussion of cellular processes that rely
on this kind of regulation, and surveys of model organisms in which epigenetic effects have been most studied.

The original chapters have all been rewritten and brand new chapters cover topics such as the structure, function, and
dynamics of histone-modifying enzymes and histone-interacting proteins. Other chapters address chromatin remodeling,
DNA methylation, siRNAs, and gene silencing; X-chromosome inactivation, dosage compensation, and imprinting; and
epigenetics in microbes, plants, insects, and mammals.

How epigenetic mechanisms act in cell division and cell type specification, and how errors in these pathways contribute to
cancer and other human diseases are also considered, along with the importance of epigenetics for induced pluripotency and
reprogramming. In addition, new chapters describe the involvement of epigenetic processes in epigenetic inheritance,
neuronal development, metabolism and signaling, responses to the environment, and long-range chromatin interactions.
A series of short essays highlight important recent discoveries.

All the chapters provide conceptual illustrations that help readers understand epigenetic control. The book is thus a bench-
mark text for advanced undergraduate and graduate courses on gene regulation, as well as an essential resource for scientists
interested in this rapidly moving field.

2015, 984 pp, illustrated (408 4C images and 9 B& W), index

Hardcover $165

ISBN 978-1-936113-59-0

Contents
Preface Histone H3 Mutations in Pediatric 13 Epigenetic Regulation in Plants 27 Germline and Pluripotent Stem Cells
Acknowledgments Brain Tumors Craig S. Pikaard and Wolf Reik and M. Azim Surani
1. &PridE ElisrorysoBEpipenetios Xiaoyang Liu, Troy A. McEachron, Ortrun Mittelsten Scheid 28 Induced Pluripotency and Epigenetic
Gary Felsenfeld Jeremy Schwartzentruber, and Gang Wu 14 The Use of Mouse Models to Study Reprogramming
Chromosome Folding: Driver or Epigenetics Konrad Hochedlinger and Rudolf Jaenisch
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The Next Generation: Young Scientists
Forging Exciting New Discoveries in
Epigenetic Research

The Discovery of Histone Demethylases

Yujiang Geno Shi and Yu-ichi Tsukada
Cellular Reprogramming

Kazutoshi Takahashi

IncRNAs: Linking RNA to Chromatin
John L. Rinn

Enhancer RNAs: A Class of Long
Noncoding RNAs Synthesized at
Enhancers

Tae-Kyung Kim, Martin Hemberg,
and Jesse M. Gray

Expanding the Epigenetic Landscape:
Novel Modifications of Cytosine in

Passenger of Epigenetic State?
Tom Sexton and Eitan Yaffe

3 Overview and Concepts
C. David Allis, Marie-Laure Caparros,
Thomas Jenuwein, Monika Lachner,
and Danny Reinberg

4 Writers and Readers of Histone
Acetylation: Structure, Mechanism,
and Inhibition

Ronen Marmorstein and Ming-Ming Zhou

5 Erasers of Histone Acetylation: The
Histone Deacetylase Enzymes
Edward Seto and Minoru Yoshida

6 Structural and Functional Coordination
of DNA and Histone Methylation

16

17

18

19

20

Marnie Blewitt and Emma Whitelaw
DNA Methylation in Mammals

En Li and Yi Zhang

RNAi and Heterochromatin Assembly
Robert Martienssen and Danesh Moazed
Transcriptional Silencing by Polycomb-
Group Proteins

Ueli Grossniklaus and Renato Paro
Transcriptional Regulation by
Trithorax-Group Proteins

Robert E. Kingston and John W. Tambkun
Long-Range Chromatin Interactions
Job Dekker and Tom Misteli

Histone Variants and Epigenetics
Steven Henikoff and M. Mitchell Smith

29 Epigenetic Control of Immunity
Meinrad Busslinger and Alexander
Tarakhovsky

30 Metabolic Signaling to Chromatin
Shelley L. Berger and Paolo Sassone-Corsi

31 Epigenetic Regulation in Plant
Responses to the Environment
David C. Baulcombe and Caroline Dean

32 Histone and DNA Modifications as
Regulators of Neuronal Development
and Function
Stavros Lomvardas and Tom Maniatis

33 Epigenetics and Human Disease
Huda Y. Zoghbi and Arthur L. Beaudet

34 Epigenetic Determinants of Cancer

Genomic DNA Xiaodong Cheng 21 Nucleosome Remodeling and Stephen B. Baylin and Peter A. Jones
Skirmiantas Krinucionis and Mamsa 7 A Sm.mura,l Pe'§Pe°t‘VC on Readout Epigenetics 35 Histone Modifications and Cancer
Tabiliani of prgerfeﬂc Histone and DNA Peter B. Becker and Jerry L. Workman James E. Audia and Robert M. Campbell
Plant Mobile Small RNAs M‘ethylanon Marks 22 Maintenance of Epigenetic Information 36 The Necessity of Chromatin: A View
Patrice Dunoyer;, Charles Melnyk, g 51.71:/70111/']. I_)M;l " . Genevieve Almouzni and Howard Cedar in Perspective

; ? ; ? pigenetics in Saccharomyces cerevisiae 33 Raoulation of the X Ch ; Vincenzo Pirrotta
dil 1‘1401’:;1’3 ;ll”d & 'Ke " ilﬂﬂ?;ﬂb Michael Grunstein and Susan M. Gasser Cﬂgenaarzzzgti: e?egﬂm omoone Appendix 1: WWW Resource Pages
[C{S(Sugi;:mi{lggactig Sr:riiens 4 9 Ep igen'eti; l;egulatil;)n of Chromabtin Susan Strome, William G. Kelly, Appendix 2: Comprehensive Catolog of
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Therapy: Chemical Modulation of 11 Epi s of Cili eil Brockdorff and Bryan M. Turner ndex
Chromatin Structure pigenetics of Liliates 26 Genomic Imprinting in Mammals

Jun Qi

Pharmacological Inhibition of
Bromodomain-Containing Proteins
in Inflammation

Uwe Schacfer

Douglas L. Chalker, Eric Meyer, and
Kazufumi Mochizuki

12 Position-Effect Variegation,
Heterochromatin Formation, and
Gene Silencing in Drosophila
Sarah C.R. Elgin and Gunter Reuter

Denise P. Barlow and
Marisa S. Bartolomei
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ANTIBODIES

A Laboratory Manual, Second Edition

Edited by Edward A. Greenfield, Dana-Farber Cancer Institute

he second edition of the now-classic lab manual Antibodies, by Harlow and

Lane, has been revised, extended, and updated by Edward Greenfield of the
Dana-Farber Cancer Center, with contributions from other leaders in the field. This
manual continues to be an essential resource for molecular biology, immunology, and
cell culture labs on all matters relating to antibodies. The chapters on hybridomas
and monoclonal antibodies have been recast with extensive new information and
there are additional chapters on characterizing antibodies, antibody engineering, and
flow cytometry. As in the original book, the emphasis in this second edition is on

providing clear and authoritative protocols with sufficient background information
and troubleshooting advice for the novice as well as the experienced investigator.

2014, 847 pp., illus. (32 4C, 103 B&W), appendices, index

Hardcover $260
Paperback $175

Preface

1 Antibody Production by the Immune System
Stefanie Sarantopoulos

2 The Antibody Molecule
Stefanie Sarantopoulos

3 Antibody-Antigen Interactions
Stefanie Sarantopoulos

4 Antibody Responses
Stefanie Sarantopoulos
5 Selecting the Antigen

Edward A. Greenfield, James DeCaprio, and
Moban Brahmandam

6 Immunizing Animals

Edward A. Greenfield

7 Generating Monoclonal Antibodies
Edward A. Greenfield

8 Growing Hybridomas
Edward A. Greenfield

9 Characterizing Antibodies
Frances Weis-Garcia and Robert H. Carnaban

10 Antibody Purification and Storage
Jordan B. Fishman and Eric A. Berg

ISBN 978-1-936113-80-4
ISBN 978-1-936113-81-1

11 Engineering Antibodies
James Dasch and Amy Dasch

12 Labeling Antibodies
Eric A. Berg and Jordan B. Fishman

13 Immunoblotting
Larisa Litovchick

14 Immunoprecipiation

James DeCaprio and Thomas O. Kohl

15 Immunoassays

Thomas O. Kobhl and Carl A. Ascoli

16 Cell Staining
Scott J. Rodig

17 Antibody Screening Using High Throughput
Flow Cytometry
Thomas D.l. Duensing and Susan R. Watson

Appendix I: Electrophoresis
Appendix II: Protein Techniques
Appendix III: General Information
Appendix IV: Bacterial Expression
Appendix V: Cautions

Index




Reduce your

NGS Sequencin

Cost

Accel-NGS™ 2S DNA Library kit for lllumina® Platforms

= Broad input range: 10 pg to 1 ug. PCR-free libraries from 10 ng
= Exceptional coverage of AT-rich & GC-rich sequences
= Superior library complexity

= Tremendously efficient adapter technology

ACCE'.'NE!Sw www.swiftbiosci.com
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Soar Above. Discover More.



2015-2016

SCIENTIFIC

CONFERENCES

Presenting the most significant research on cancer etiology, prevention, diagnosis, and treatment
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Metabolism and Cancer
Co-Chairpersons: Ralph J. DeBerardinis,
David M. Sabatini, and Almut Schulze
June 7-10, 2015 « Bellevue, WA

AACR Precision Medicine Series: Integrating
Clinical Genomics and Cancer Therapy
Co-Chairpersons: Charles L. Sawyers,

Elaine R. Mardiis, and Arul M. Chinnaiyan

June 13-16, 2015 « Salt Lake City, UT

EACR-AACR-SIC Special Conference on
Anticancer Drug Action and Drug Resistance:
From Cancer Biology to the Clinic
Co-Chairpersons: Richard M. Marais,

Pasi Janne, and Riccardo Dolcetti

June 20-23, 2015 « Florence, Italy

Chromatin and Epigenetics in Cancer
Co-Chairpersons: Peter A. Jones,

Sharon Y. R. Dent, and Charles W. M. Roberts
September 24-27, 2015 « Atlanta, GA

CRI-CIMT-EATI-AACR The Inaugural
International Cancer Inmunotherapy
Conference: Translating Science into Survival
September 27-30, 2015 « New York, NY

Advances in Breast Cancer Research
Co-Chairpersons: Matthew J. Ellis,
Charles M. Perou, and Jane E. Visvader
October 17-20, 2015 * Bellevue, WA

Advances in Ovarian Cancer: Exploiting Vulnerabilities
Co-Chairpersons: Kathleen R. Cho,

Douglas A. Levine, and Benjamin G. Neel

October 17-20, 2015 « Orlando, FL

Fourth AACR International Conference

on Frontiers in Basic Cancer Research
Chairperson: M. Celeste Simon;
Co-Chairpersons: James P. Allison, John E. Dick,
Nathanael S. Gray, and Victor E. Velculescu
October 23-26, 2015 ¢ Philadelphia, PA

Basic Science of Sarcomas

Co-Chairpersons: Robert G. Maki, Angelo Paolo Dei Tos,
Jonathan A. Fletcher, Lee J. Helman, and Brian Van Tine
November 3-4, 2015 « Salt Lake City, UT

www.AACR.org/Calendar

AACR-NCI-EORTC International Conference on
Molecular Targets and Cancer Therapeutics
Scientific Committee Co-Chairpersons: Levi A. Garraway,
Lee J. Helman, and Jean-Charles Soria

November 5-9, 2015 ¢ Boston, MA

Pediatric Oncology

Co-Chairpersons: Scott Armstrong, Charles G. Mullighan,
Kevin M. Shannon, and Kimberly Stegmaier

November 9-12, 2015 ¢ Fort Lauderdale, FL

New Horizons in Cancer Research
Co-Chairpersons: Lewis C. Cantley and Carlos L. Arteaga
November 12-15, 2015 « Shanghai, China

Eighth AACR Conference on the Science of

Cancer Health Disparities in Racial/Ethnic Minorities

and the Medically Underserved

Co-Chairpersons: John M. Carethers, Marcia R. Cruz-Correa,
Mary Jackson Scroggins, Edith A. Perez, Beti Thompson,
and Cheryl L. Willman

November 13 - 16, 2015 Atlanta, GA

Developmental Biology and Cancer
Co-Chairpersons: Hans Clevers,

Stuart Orkin, and Suzanne Baker

November 30-December 3, 2015 * Boston, MA

Tumor Metastasis

Co-Chairpersons: Bruce R. Zetter,

Melody A. Swartz, and Jeffrey W. Pollard
November 30-December 3, 2015 ¢ Austin, TX

Noncoding RNAs and Cancer
Co-Chairpersons: Howard Y. Chang,
Jeannie T. Lee, and Joshua Mendell
December 4-7, 2015 « Boston, MA

San Antonio Breast Cancer Symposium
Co-Directors: Carlos L. Arteaga, Virginia Kaklamani,
and C. Kent Osborne

December 8-12, 2015 « San Antonio, TX

Tenth AACR-JCA Joint Conference

Conference Co-Chairpersons: Frank McCormick and
Tetsuo Noda

February 16-20, 2016 ¢ Maui, Hawaii

AACR Annual Meeting 2016
Program Committee Chairperson: Scott Armstrong
April 16-20, 2016 * New Orleans, LA

AAC_R American Association
for Cancer Research

FINDING CURES TOGETHER™



iImproving agriculture through genomics |

May 18 - 21, 2015

HUDSONALPHA INSTITUTE FOR BIOTECHNOLOGY ¢ HUNTSVILLE, AL USA

\ CROPS 2015 provides a discussion forum for what is the next,
most difficult challenge for plant genomics: integrating and translating
genomic knowledge to improve breeding and crop production.

| | MISSED THE REGULAR ABSTRACT DEADLINE?
Submit your late-breaking abstract by May 1, 2015!

Register today at GROPSconference.org

PRESENTED BY
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Conferences

10 - 12 JUN | EMBL Conference

Human Microbiome
M. Arumugam, P. Bork, C. Huttenhower | EMBL Heidelberg, Germany

14 -17 JUN | EMBO | EMBL Symposium

Mechanisms of Neurodegeneration
K. Dumstrei, T. Golde, C. Haas | EMBL Heidelberg, Germany

15-17 JUN | EMBL Workshop
BioStruct-X Industrial Workshop
T. Lundavist, S. Monaco, A. Meents, J. Mérquez,

E. Pereiro, T. Schneider, E. Shotton, D. Svergun, Weiss
) EMBL Hamburg, Germany

@
20 - 24 JUL | EMBL-EBI Course

Cancer Genomics
G. Rustici | EMBL-EBI Hinxton, UK

20 - 25 JUL | EMBL Advanced Course

Super-resolution Microscopy
M. Lampe, S. Liebe, R. Pepperkok,
U. Schwarz | EMBL Heidelberg, Germany

25 - 31 JUL | EMBO Practical Course
Analysis of small non-coding RNAS:

per aspera ad astra
V. Benes, A. Enright, D. O'Carroll, M.L Baudet,
M. Castoldi, S. Pospisilova | EMBL Heidelberg, Germany

24 - 27 AUG | EMBL Introductory Course
Next Generation Sequencing:

Amplicon Based Clinical Resequencing
V. Benes, J. Dreyer-Lamm, B. Farnung | EMBL Heidelberg, Germany

For full event listings please visit our website

] www.embl.org/events

- . f #emblevents

21 - 23 JUN | EMBO | EMBL Symposium
Enabling Technologies for
Eukaryotic Synthetic Biology

M. Fussenegger, J. Nielsen, K. Patil, C. Smolke | EMBL Heidelberg, Germany

9 - 13 SEP | EMBO Conference

Protein Synthesis and Translational Control
F. Gebauer, M. Hentze | EMBL Heidelberg, Germany

16 - 19 SEP | EMBO | EMBL Symposium
The Mobile Genome: Genetic and Physiological

Impacts of Transposable Elements
0. Barabas, D. 0'Carroll, D. Odom, E. Miska, J. Moran | EMBL Heidelberg, Germany

6 - 10 OCT | EMBO | EMBL Symposium
Seeing is Believing -

Imaging the Processes of Life

J. Ellenberg, J. Lippincott-Schwartz | EMBL Heidelberg, Germany

11 - 14 OCT | EMBO | EMBL Symposium

New Approaches and Concepts in Microbiology
P. Cossart, K. C. Huang, M. Laub, N. Typas | EMBL Heidelberg, Germany

Courses

14 - 18 SEP | EMBL-EBI Course

Metagenomics Bioinformatics
L. Emery | EMBL-EBI Hinxton, UK

14 - 22 SEP | EMBO Practical Course
Current Methods in Cell Biology

J. Schwab, P. Neveu | EMB Heidelberg, Germany

5-9 0CT | EMBL-EBI Course

Introduction to Next Generation Sequencing
T. Hancocks | EMBL-EBI Hinxton, UK

12 - 16 OCT | EMBL-EBI Course
Computational Structural Biology -

From Data to Structure to Function
T. Hancocks | EMBL-EBI Hinxton, UK

12 - 15 OCT | EMBL Introductory Course

Statistical Bioinformatics using R and Bioconductor
S. Anders, B. Klaus | EMBL Heidelberg, Germany

Asociate Partners: Eppendorf, Merck, Nikon, Sanofi

We would like to thank the members of the EMBL ATC Corporate Partnership Programme:
Founder Partners: Leica Microsystems, Olympus
Corporate Partners: BD, Boehringer Ingelheim, GE Healthcare, GSK, Illumina

95

18 - 21 OCT | EMBO | EMBL Symposium

The Non-Coding Genome
D. Bartel, E. Izaurralde, J. Rinn, J. Vogel | EMBL Heidelberg, Germany

22 - 24 OCT | The 17th EMBL PhD Symposium
Just by Chance?

How Randomness & Variability shape Biology
EMBL PhD Students | EMBL Heidelberg, Germany

1 -4 NOV | EMBL Conference

Cancer Genomics
A. Biankin, P. Campbell, L. Chin, J. Korbel | EMBL Heidelberg, Germany

5- 6 NOV | The 16th EMBO | EMBL Science and Society Conference
From Research and Technology to Health

and a Sustainable Environment
S. Bendiscioli, M. Garfinkel | EMBL Heidelberg, Germany

12 - 14 NOV | EMBO | EMBL Symposium
Biological Oscillators:

Design, Mechanism, Function
A. Aulehla, M. Elowitz, U. Schibler | EMBL Heidelberg, Germany

16 - 19 NOV | EMBL | Stanford Conference

Personalised Health
P. Bork, J. Ellenberg, W. Huber, M. Snyder, L. Steinmetz,
J. Zaugg | EMBL Heidelberg, Germany

14 - 15 OCT | EMBL Introductory Course

Microinjection into Adherent Cells
R. Pepperkok, S. Stobrawa, S. Terjung | EMBL Heidelberg, Germany

19 - 24 OCT | EMBL-EBI Course
Analysis of High-Throughput Sequencing Data

G. R ustici | EMBL-EBI Hinxton, UK

22 - 23 OCT | EMBL Advanced Course
Digital PCR

J.Dreyer-Lamm | EMBL Heidelberg, Germany

2 - 6 NOV | Joint EMBL-EBI Wellcome Trust Course

Resources for Computational Drug Discovery
A. Gaulton, T. Hancocks, A. Hersey, J. Overington, G. Papadatos | EMBL-EBI Hinxton,UK

2 - 6 NOV | EMBL-EBI Course

Networks and Pathways
L. Emery, S. Orchard | EMBL-EBI Hinxton, UK

6 - 11 DEC | Joint EMBL-EBI Wellcome Trust Course

Proteomics Bioinformatics
L. Emery, J. A. Vizcaino | EMBL-EBI Hinxton, UK

Thermo Fisher Scientific
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Conferences

here has never been

a better time to
experience a Gordon
Research Conference!
Our high quality, cost-
effective meetings are
widely recognized as
the world’s premier
scientific conferences.

Using Evolutionary
Perspectives to Inform
Molecular Biology and
Medicine, and Molecular
Biology to Elucidate
Evolutionary History and
Mechanisms

Molecular Mechanisms

in Evolution
June 28 - July 3, 2015
Stonehill College
Easton, MA

=
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Emerging Research in the
Etiology and Pathogenesis of
a Complex Disease

Parkinson’s Diseasewew)
June 28 - July 3, 2015
Colby-Sawyer College

New London, NH

Advancing Biosystems
Design

Synthetic Biology
June 28 - July 3, 2015
Sunday River

Newry, Maine

From Nucleotides to
Genomes: Chromosome
Biology in the Three
Domains of Life
Chromosome Dynamics
June 28 - July 3, 2015

Waterville Valley

Waterville Valley, NH
Has associated GRS June 27-28

Gordon Research Seminars (GRS) are two day meetings for
students and post-docs that preceed an associated GRC.

A
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WWW.GRC.ORG

State-of-the-Art Human
Genome Science:
llluminating Past

and Shaping Future

Controversies
Human Genetics &

Genomics

July 19-24, 2015

Salve Regina University
Newport, Rl

Has associated GRS July 18-19

Epigenetic Dynamics: Roles
in Development, Inheritance,
and Responses to the

Environment
Epigenetics
August 2-7, 2015
Bentley University

Waltham, MA
Has associated GRS August 1-2

Visit WwWw.grc.org
for program details,

online application,
and more!




TwistDx

Revolutionary DNA Detection
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“RPA. It really works!
e

Replace your slow PCR with a rapid, isothermal enzymatic process that really works.

RPA uses a recombinase-based process instead of thermocycling to amplify DNA,

resulting in real-time detection within 15 minutes, leaving you to enjoy more playtime.

Don’t believe it? See the proof @ RDA - I really worke
twistdx.co.uk/resources/publications twistdx.co.uk | +44 (0)1223 496700



@ affymetrix

eBioscience

Detect RNA and protein in millions of single cells
Enter a new dimension of single-cell analysis

Detect RNA and protein simultaneously by flow cytometry to:

= See gene expression heterogeneity at the single-cell level

= Compare RNA and protein in the same cell

= Evaluate viral RNA within infected cells

= Detect non-coding RNA in cell subsets

= Analyze mRNA expression levels when antibody selection is limited

Real insight starts with single cells.
View webinar on demand “Detection of RNA with flow cytometry”
www.ebioscience.com/primeflow-tech-webinar-genres

Biology for a better world.

NORTH AMERICA: 888-999-1371 = EUROPE: +43 1 796 40 40-305 = JAPAN: +81 (0)3 6430 4020 = INQUIRIES: info@ebioscience.com

©2015 Affymetrix, Inc. All rights reserved. For Research Use Only. Not for use in diagnostic or therapeutic procedures.

eBioscience GeneChip USB
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