BLOW UP YOUR 4
GENOMICS WORKFLOW.

- Aufomate nucleic acid QC and get on with your life sciences.

If sample QC takes you more than two minutes, it's too manual. Fragment Analyzer™ takes the
job off your hands—streamlining lab operations and wiping out errors. Just pipetie once and it
delivers truly reliable results via automated capillary electrophoresis.
Mo chips. No tapes. No compromises.

Setup in seconds

Get resolution down to 2 base pairs

Detection starts at 5 pg/uL

DITCH YOUR TIRED OLD WORKFLOW AT FRAGMENTANALYZER.COM.
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Simply Better Data.

Ovation® Human Blood RNA-Seq System

Percentage of Mapped Transcripts
100%

FO%
0%

Insert Dependent Adaptor 0%
Cleavage (InDA-C) technology o
provides targeted depletion -
of rRNA and globin transcripts 0%
in whole blood samples so 20%
you can focus on the data o

0%
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W& Bl Glebin Infermative

One tube. One day. It's that simple.

Have other unwanted transcripts in high abundance?
Contact us about a customized InDA-C solution for your samples.

2013 MuGEN Tachnologias, Inc. Al rights rasarvad. The Encara®, Ovation® and Applause® families of
U prodicts and methods of thalr use ane covared by saveral kaued LLS, and Intemational patents and panding

aprbcations twww.nug sn,com), NUGEN, Cvation, SPIA, Riba-SPIA, Appleuss, Encore, Prelude, Mendrian and
imagine more fromm lesse naging Mare From Less are trademarks or registersd tradamarks of NulGEN Techrolagie i Cither marks
appearing in thess materials ars marks of their respective cwners,
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@ affymetrix

eBioscience

See cells differently

Phenotype cells & detect RNA transcripts -

using flow cytometry g Bl
. H_f:'. : :}.-: . :F; e 3 ‘.":_:_: *.‘
BRI g

Meed to take a closer look at your cell's signature? Want to understand transcription

regulation and patterns? Is RMA expressed intermittently or consistently?

Gain insight into single cell analysis with the QuantiGene® FlowRNA Assay,
a novel multiplex RNA hybridization protocol using a standard flow cytometer. Choose

from a catalog of more than 4,000 probes or request a custom set at no additional charge.

LU Download scientific poster at ebioscience.com/FlowRNA-Genes

eBicsoence, an Affymetnix company, provides innovative solutions to researchers and dinigans worldwide

Data looking to answer guestions driving today’s life science community

Biology for a better world.
MORTH AMERICA: BBE.999.1371 » EUROPE: +43 1 796 40 40-304 = JAPAK: +81 (003 6430 4020 = INGUIRIES: infofebioscence.com

Sy, Inc. Al daghis seseracd. For Rewandy Lke Only. Mot Tod use in diaqnoic of theiapeiic procedaeg

eBioscience GeneChip Panomics USB
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O

inar Series

cDNA SYNTHESIS FOR NEXT GEN SEQUENCING

_earn how to sequence
he SMARTer way!

Watch the SMARTer Webinar Series:
Capture Transcriptome Complexity from Extremely Small Samples

Extreme sensitivity. Robust performance. Reproducible data.

SMART™ technology has been adopted as the industry standard for experiments that require
exceptional sensitivity and complete transcriptome coverage. SMARTer products use patented
SMART technology that incorporates template switching at the §° end to ensure synthesis

of full-length cDNA. SMARTer cDNA synthesis kits are ideal for preparing small and unique
samples for transcriptome analysis, including stem cells, sorted cells, circulating tumor cells,
FFPE-preserved tissue, brain tissue biopsies, and LCM samples.

Learn how SMARTer products can enhance your RNA-seq experiments today.

View the webinar series.
www..clontech.com/SMARTerWebinars

Sean to sion up
for our webinars

Clontech Laboratories, ng, * & Takars Bio Compeny
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Introducing
the SageELF.

Multiple insert sizes.
Just one sample.

Get the most comprehensive view of your

DNA with the SageELF™ whole sample 1500 — e i i S S—— — i ——— - 1500
fractionator, our latest DNA size-selection ‘ﬁ_' = :;f
tool for NGS library construction. Ideal for: S . .
400 - — 400
e Mate-pair libraries. k=

Study genomic rearrangements ] -- G
2 = — | ] il

e cDNAs. 150 - — - 150
. . g 100 = —— p— 100

Identify rare splice variants 50 - — — -

* Precious samples.
Sequence and preserve
Collect 12 contiguous fractions from one sample.

Brought to you by @ Sage sclence



ALBUQUERQUE NEW MEXICO MARCH 22-25,2014

e ABRF
sy 2014

ALBERT J.R. HECK N\\M1/77 ANNUAL MEETING

Utrecht University

WORLD CLASS
PLENARY SPEAKERS
INCLUDE:

PHILIP E. BOURNE

Innovation and
Industrial Alliances

\}!

RAFAEL YUSTE

Columbia University

ABRF 2014 "TEAM SCIENCE AND BIG DATA:

CORES AT THE FRONTIER" will bring together leaders
in these emerging disciplines to address the role that core facilities

are playing in the information revolution. At the meeting, facility
directors and managers, staff scientists, administrators, government
sponsors and industrial partners will convene to present their latest
research results, technologies, programs and products aimed at
facilitating Team Science and Big Data initiatives.

FOR MORE INFORMATION:

" htt ps://fconf.abrf.org/

The Association of Biomolecular Resource Facilities
is an internatioanl society dedicated to advancing
core and research biotechnology laboratores through

research, communication, and education.



Historical Breakthroughs

Breathtaking Progress

Radical Reinvention L

o

Introducing NextSeq™
A Whole Human Genome on Your Desktop

Hlumina
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By Michael R. Green, Howard Hughes Medical Institute, University
of Massachusetts Medical 5chool and Joseph Sambrook, Peter
MacCallum Cancer Institute, Melbourne, Australia

Mofecué‘ar Cloning: A Laboratory Manual has always been the
one indispensable molecular biology laboratory manual
for protocols and technigues. The fourth edition of this classic
manual preserves the detail and clarity of previous editions
as well as the theoretical and historical underpinnings of
the techniques presented. Ten original core chapters reflect
developments and innovation in standard techniques and intro-
duce new cutting-edge protocols. Twelve entirely new chapters
are devoted to the most exciting current research strategies,
including epigenetic analysis, RNA interference, genome
sequencing, and bioinformatics. This manual is essential for both
the inexperienced and the advanced user.

2012, 2,028 pp., illus., appendices, index
Cloth (three-volume set)

5395 ISBN 978-1-936113-41-5
Paperback (three-volume set)
5365 ISBN 978-1-936113-42-2
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Contents
VOLUME 1

Part 1 Essentials

1.1solation and Quantification
of DA

2. Analysis of DNA

3. Cloning and Transformation
with Plasmid Vectors

4, Gateway Recombinational
Claning

5. Working with Bacterial Artificial
Chromosomes and Other
High-Capacity Vectors

6. Extraction, Purification,
and Analysis of RNA from
Eukaryotic Cells

7. Polymerase Chain Reaction

8. Bioinformatics

anum.

Part 2 Analysiz and Manipulation
of DMA and RNA

G Quantification of DNA and

RMA by Real-Time Polymerase
Chain Reaction

10, Mucleic Acid Platform
Technologies

11.DMA Sequencing

12. Analysis of DNA Methylation
in Mammalian Cells

13. Preparation of Labeled DA,
RMA, and Higonudeatide Probes

14. Methods for InVitro Mutagenesis

Part 3 Introducing Genes into Cells

15. Introducing Genes into Cultured
Mammalian Cells

16.Intraducing Genes intoe
Mammalian Cells: Viral Vectors

vm.um.

Part 4 Gene Expression

17. Analysis of Gene Regulation
Using Reporter Systems
18.RNA Interference and Small
RMA Analysis
19, Expressing Cloned Genes for
Frotein Production, Purification,
and Analysis
Part 5 Interaction Analysis
20. Cross-Linking Technologies for
Analysis of Chramatin Structure
and Function
21. Mapping of In Vivo RNA-Binding
Sites by UV-Cross-Linking
Immunaprecipitation [CLIP)
22, Gateway-Compatible Yeast One-
Hytrid and Two-Hybrid Assays
Appendices
1.Reagents and Buffers
2. Commanly Used Technigues
3. Detection Systems
4, General Safety and Hazardows
Material
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Sequencing power for every scale.

HiSeq X" Ten
Population
power.

$1000 human
genome and
extreme
throughput for
population-scale
sequencing.

HiSeq® 2500

Production
power.

Power and
efficiency for

NextSeq™ 500

large-scale :—;:f;l}:-e MiSeq®

genomics, Speed and Focused ] o
simplicity for power. MiSeqDx
whole-genome, S.FJEE.G .and Focused
exome, and simplicity for Dx power.
O e targeted and The firal dad
sequencing. SiTali-genorre only FDA-cleared

sequencing. in vitro diagnostic

next-generation
sequencing system.

Find the right sequencer to fit your every need. ' omy : I IU mil na’

na, Inc. Al righls rasss
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Manipulating the;

Mouse Embryo

A Laboratory Manual, Fourth Edition

By Richard Behringer, Unfversity of Texas, M.D. Anderson Cancer Center, Marina Gertsenstein,
Toronte Centre for Phenogenomics, Transgenic Core, Kristina Vintersten Nagy, Samwel Lunenfeld Research
Tnstituee, Mowne Sinat Hospital, Tovonto, and Andras Nagy, Samuel Lunenfeld Research Institute,

Meent Sinai Hospival, Taronto

his fourth edition of “The Mouse Manual” is once again the definitive reference source

on mouse development, transgenesis techniques, and molecular biology. Its preeminent
authors Richard Behringer, Marina Gertsenstein, Kristina Nagy, and Andras Nagy have
reorganized and updated this edition to include new information and protocols on:

* generation of induced pluri[}::tcnt stem cells

* RNA microinjections

* lentiviral microinjections and infection

Manipulating the
Mouse Embryo e

* assisted reproduction techniques for sperm and embrypo cryopreservation

* isolation, generation, and transplantation of spermatogonial stem cell lines

* in utcro rlc‘.crmpnmrinn of gene Constructs Into ]_'rostim]:r]ant:ation rmbr}'ﬂs

* yvibratome sectioning of live and fixed dissues for imaging thick tissue sections

* whole-mount fluorescent staining methods for three-dimensional visualization

Recombinant DNA techniques and methods for studies of mouse embryonic development have been updated from previous
editions, as has the wealth of information on mouse laboratory strains, mouse housing and breeding, surgical procedures,
assisted reproduction, handling of embryos, and micromanipulation setups. The first edition of this classic work appeared
more than 20 years ago, with authors thar included Brigid Hogan, Rosa Beddington, Frank Costantini, and Elizabeth Lacy.
The field's technological sophistication has grown exponentially but the manual remains the essential practical and

theoretical guide for all students, lab technicians, and investigators who work with mice.

2013, 814 pp., illus. (42 4C, 134 BW), index

Hardcover $240
Fapr:rhack 5165

ISBN 978-1-936113-00-2
ISBN 978-1-936113-01-9

Contents

Preface
Chapter 1 Genetics and Embryology of the
Mouse: Past, Present, and Fumire
Chapter 2 Summary of Mowse Development
Chapter 3 A Mouse Colony for the Production
of Transgenic and Chimeric Animals
Chapter 4 Recovery and In Vicro Culoure of
Preimplantarion Embryos
(_;|1:|pt|:r 3 lIsolation, Culoure, and
Manipulation of Postimplantation
Embryos
Chapter & Surgical Procedures
Chapter 7 Production of Transgenic Mice by
Pronuclear Microinjection
Chapter 8 Embryo-Derived Stem Cell Lines
Chaprer 9 Germline-Comperent Stem Cells
Derived from Adule Mice

Chapter 10 Vector Designs for Pluriporent
Stem Cell-Based Transgenesis and
Genome Alterations

Chaprer 11 Introduction of Foreign DNA into
Embryonic Srem Cells

Chapter 12 Production of Chimeras

Chapter 13 Genotyping

Chapter 14 Parthenogenesis, Pronuclear
Transfer, and Mouse Cloning

Chapter 15 Assisted Reproduction: Ovary
Teansplantation, [n Vieo
Fertilization, Artificial
Insemination, and Intracyroplasmic
Sperm [njection
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Chapter 16 Cryopreservation, Rederivation,
and Transport of Mouse Strains

Chaprer 17 Techniques for Visualizing Gene
Products, Cells, Tissues, and
Organ Systems

Chapter 18 Serting Up & Micromanipulation
Laboratory

Appendices:

Buffers and Solutions

WO Resources

General Safery and Hazardous

Marerial Information
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