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EVERYONE DESERVES
A CHANCE TO

BREAK THROUGH

len Torrent™ next-generation sequencing solutions make decoding genes
faster, easier, and more accessible—bringing sequencing into more labs,
in more places, and in more ways than ever before,
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Start sequencing now at lifetechnologies.com/iontorrent

ijon torrent

Sequencing for all”
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Find out how you can put Cofactor D&A to work for you:

cofactorgenomics.com

1.888.8COFACTOR

We are a client-focused CRO that leverages
our expertise in experimental design,
multiple sequencing platforms and in-house
bioinformaticians to provide candidates,

not just data.

O:CoFACTOR

genomics



Check quantity AND quality

of gDNA with one instrument.

The Fragment Analyzer™ Automated CE System

The Past The Future

Human genomic DNA. Traditional manual agorose slab g Same sample of human gDNA, identicol results.
shows intact gDMA in the second lane. Gel images in remaming

: ; BELOW: Raw dirta is captured by automated capillary electropho-
lanes show varying levels of gDNA degrodation VY- Re das B cdpriwa by oveone AR Sy

resis system, as seen in electropherogram overlay, =20,000 bp
peak indicates intact gOMNA on the wppermost trace,
Fragment Analyzer"” Benefits ABOVE: Data can then be processed and presented in o variety of
ways, such as this digital gel mage.

4 Mo more pouring gels, Automated simultanecus

analysis of 12 or 96 samples. i
1 Alignment
# Higher sensitivity than agarose gels. LUse small s & marker A
amounts of gDMA samples. (0.1 ng) i PR
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# Ulcra fast lower marker (set 1o 1bp) migrates g N
faster than degraded gDMA for superior = e N
quality and guantity assessment, T R
# Good sizing capability to differentiate degraded, . r
partialy degraded or intact gOMA e I | s
f_———
# See RNA contamination in gD MNA esdractions. Ll s | T—
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Phone: 515-296-6600 | www.aati-us.com
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Recombinase Polymerase Amplification (RPA) is , \
a cutting-edge alternative to PCR using a rapid ’
isothermal enzymatic process. RPA benefits J
from single molecule detection in 10-15 minutes, '
has little or no hardware requirements and
simple to use, stable lyophilised reagents.

WHAT CAN RPA DO FORYOU?

L / www.twistdx.cc;.uk N
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J. Craig Venter Institute — Open Faculty
Positions in La Jolla, CA and Rockville, MD

Building on two decades of genomic excellence.
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JCVI success is built on the philosophy of conducting science in new interdisciplinary ways, using innovative
tools, and with the best scientists. We are seeking qualified applicants for positions at all levels at our La Jolla, CA
and Rockville, MD facilities, particularly in the following research focus areas:

» Human and Stem Cell Genomics » Synthetic Genomics » Host-Microbe Interactions
The akility to decipher human 1 has picneered the developrent [he rasults of interrcagating the human
genomes completely and accurately of genome scale DMA synithesis and microbiome highlights bow little we
s transforming our understanding oenome-scale enainsenng, These understand abaut the ways that microbes
af normal somatic variation, cancer approaches are being applied to living in and on ws contribuees o our
rutation, and genome stability during improving our understanding of basic hizalth and well- being, The next phase of
cellular reprograrmiming, This 1s opening callular functions, o address genatically these irrestigations will focus heavily on
new avenies ta understand the effect of intractable organisms, and to devalop the interactions with the host.
genome variation in health and disease. riy vacoine and therapeulic strategiis,
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WWW.JCvi.org



American Society of Human Genetics Oclober 22-24
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Submitting an abstract is free: Submit an abstract of your latest findings to be presented as a poster or
platform session. Share your work with thousands of colleagues from around the globe!
(Deadline: June 4)

It's the largest human genetics meeting in the world! More than 6,500 geneticists from 60+ countries
will attend.

Choose from thousands of presentations and posters organized by topic areas and tracks across
multiple disciplines.

Valuable networking opportunities: Interact with leading scientists, network to build your career, and
collaborate with peers from diverse backgrounds—from basic research to clinical care!

Over 200 exhibiting companies will help you learn about the latest advances in cutting-edge genetics
technology, products, and services.

Earn CME, CEU and CEU PACE credits: 20-25 hours will be offered.

Free online webcasts: Registered attendees will have access to selected ASHG 2013 Meeting
sessions after the conference.

Improve your research and/or clinical work: With over 500 platform and invited presentations and a
dozen specialty workshops, you will increase your expertise and skills.

Focus on Trainees: ASHG 2013 will feature special trainee events, networking opportunities, and
career resources, plus greatly expanded Trainee Travel Awards and more.

It's in Boston! Who wouldn't want to visit Boston in the fall and get to know one of the most vibrant
genetics communities on the East coast? You can also walk the Freedom Trail, visit the site of the
Boston Tea Party, shop at Faneuil Hall Market Place, or dine at some of the oldest restaurants in the US.

2013meeting




CELL SURVIVAL

CELL DEATH

Edited by Eric H. Baehrecke, University of Massachusetts, Douglas R. Green, St. Jude
Children’s Research Hospital, Sally Kornbluth, Duke University and Guy S. Salvesen,
Sanford-Burnham Medical Research Institute

illions of cells die every day in the human body. This is required for normal development
B and physiology, as well as the elimination of errant cells. Apoptosis and other cell death
mechanisms are complex and carefully controlled. If cell death does not occur when it should,
cancer and other diseases may develop.

Written and edited by experts in the field, this collection from Cold Spring Harbor Perspectives
in Biology covers all aspects of apoptosis, autophagy, and necrosis. Contributors describe in

detail the molecular mechanisms of cell death signaling, including death receptor-ligand
systems, BCL-2 family proteins, mitochondrial permeabilization, the endocytic pathway, caspases, and signals
that trigger the clearance of dying cells. Survival mechanisms and proteins such as IAPs that antagonize cell

death are also described.

This volume includes discussion ol tumor suppression, the altered metabolism ol cancer cells, and the
development of therapeutic drugs. It is an essential reference for cell and developmental biologists, cancer
biologists, and all who want to understand when and how cell death is required for life.

2013, 380 pp., illus. (59 4C, 25 B&W), index

Hardcover $135

ISBN 978-1-936113-31-6

Contents

Preface

Evolution of the Animal Apoptosis Network
Christian M. Zmasek and Adam Godzik
Caspase Functions in Cell Death and Disease
David R. Mcllwain, Thorsten Berger,

and Tak W, Mak

Apoplotic and Non-Apoptotic Caspase
Functions in Animal Development
Masayuki Miura

Cellular Mechanisms Controlling Caspase
Activation and Funclion

Amanda B, Parrish, Christopher D, Freel,
and Sally Kornbluth

Caspase Substrates and Inhibitors
Marcin Poreba, Aleksandra Strogvk,
Gy 5. Salvesen, and Marcin Dvag

Death Receptor-Ligand Systems

in Cancer, Cell Death, and Inflaimmation
Henning Walczak

Mitochondrial Regulation of Cell Death
Stephen W, G, Tait and Douglas B. Green
Mechanisms of Action of Bcl-2 Family
Proteins

Aisha Shamas-Din, Tustin Kale, Brian Leber,
and Dindd W, Andrews

Multiple Functions of Bcl-2 Family Proteins
. Marie Hardwick and Lucian Soane

Inhibitor of Apoptosis (IAP) Proteins—
Modulators of Cell Death and Inllammation
Jokn Silke and Pascal Meter

Clearing the Dead: Apoptotic Cell Sensing,
Recognition, Engulfment, and Digestion
Amelia Hochreiter-Hufford and

Koddi 5. Ravichandran

Endolysosomal System in Cell Death
and Survival )

Urika Repmik, Marusa Hafner Cesen,
and Boris Turk

Metabolic Stress in Autophagy and Cell
Death Pathways

Brian [. Altman and Jeffrey C. Rathmell
mTOR-Dependent Cell Survival
Mechanisms

Chien-Min Hung Luisa Garcia-Haro,
Cynthia A. Sparks, and David A. Guertin
Oncogenes in Cell Survival and Cell Death
Jake Shortt and Ricky W, Johinstone

www.Cshlpress.org

The Role of the Apoptotic Machinery in
Tumor Suppression

Alex B.Iv Delbridge, Liz. | Valente, and
Andreas Strasser

The Role of Apoptosis-Induced Proliferation
for Regeneration and Cancer

Hyung Don Byoo and Andreas Bergmann
Fueling the Flames: Mammalian
Programmed Necrosis in Inflammatory
Diseases

Francis Ka-Ming Chan

Regulation and Function of Autophagy
During Cell Survival and Cell Death
Gantam Das, Bhupendra V. Shravage,
Eric H. Baghrecke

Autophagy and Cancer

Li Yen Mah and Kevin M. Ryan
Autophagy and Neuronal Cell Death in
Neurological Disorders

Ralph A. Nixon and Dun-Sheng Yang
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Bio-IT World and Cambridge Healthtech Institute’s
Fifth International

Clinical Genomics

& Informatics GID
CONFERENCE & EXPO 13

4-6 December 2013 - Sheraton Hotel & Spa - Lisbon, Portugal
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Clinical Exome Sequencing High Scale Computing
RNA Sequencing Genome Informatics
PRE-CONFERENCE SYMPOSIA:
Clinical Epigenetics Digital Detection

Bio-IT World and Cambridge Healthtech Institute are proud to announce the Fifth International Clinical
Genomics & Informatics Europe. The conference will tackle the huge amounts of sequencing data produced

by new technologies that have introduced significant challenges for bioinformatics, both in terms of the analysis
and interpretation of data and clinical implementation of novel variants. Members of the international community
will come together to look at the science and informatics required to utilize next generation sequencing for the
molecular diagnosis of complex diseases.

Register at GlinicalGenomicsinformatics.com

Mention Keycode S54

Organized by
Cambridge Healthtech Institute




A Laboratory Manual, Second edition

Edited by Edward A. Greenfield, Dana-Farber Cancer Institute

his second edition of the now-classic lab manual Antibodies, by Harlow and

Lane, has been revised, extended, and updated by Edward Greenfield of the
Dana-Farber Cancer Center, with conrributions from other leaders in the field. This
manual continues to be an essential resource for molecular biology, immunology, and
cell culrure labs on all matrers relating to antibodies. The chapters on hybridomas
and monoclonal antibodies have been recast with extensive new information and
there are additional chapters on characterizing antibodies, antibody engineering, and
flow cytometry. As in the original book, the emphasis in this second edition is on

providing clear and authoritative protocols with sufficient background informarion
and troubleshooting advice for the novice as well as the experienced investigator.

Due September 2013, 750 pp. (approx.), illus., appendices, index

Hardcover %260
Paperback $175

Preface
1 Antibody Production by the Immune System
Stefanie Sarantopoulos

2 The Antbody Molecule
Stefanie Sarantopoulos

3 Antibody-Antigen Interactions
Stefanie Sarantopoulos

4 Antibody Responses
Stefanie Sarantopoulos

5 Selecting the Antigen
Fdward A. Greenfield, James DeCaprio, and
Moban Brabmandam

6 Immunizing Animals

Edward A. Greenfield

7 Generating Monoclonal Antibodies

Fdward A. Greenfield
8 Growing Hybridomas
Edward A. Greenfield

9 Characterizing Antibodies
Frances Weis-Garcia and Robert H. Carnahan

10 Antibody Purification and Storage
Jordan B. Fishman and Eric A. Berg

ISBN 978-1-936113-80-4
ISBN 978-1-936113-81-1

11 Engineering Antibodies
James Dasch and Amy Dasch

12 Labeling Antibodies
Eric A. Berg and Jordan B. Fishman

13 Immunoblotting
Larisa Litovchick

14 Immunoprecipiation

James DeCaprio and Thomas O. Kohl

15 Immunoassays
Thomas Q. Kohl and Carl A. Ascoli

16 Cell Staining
Scott [ Rodig

17 Antibody Screening using High Throughpurt
Flow Cytometry
Thomas DL Duensing and Susan R. Watson

Appendix I: Electrophoresis
Appendix II: Protein Techniques
Appendix I1I: General Information
Appendix IV: Bacterial Expression
Appendix V: Cautions
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