RNA interference

SKILLED AND ACCOMPLISHED siRNA CAPABILITIES

Specializing in the design and synthesis of siRNA,
miRNA, siRNA-Aptamer and RNA oligos with
challenging combinations of modifications

SmartBase” siRNA modifications to specifically increase duplex stability,
nuclease resistance and cell permeation.

SmartSeed” siRNA modifications that assist to minimize the off-target
effects induced by seed region complementarity.

Guaranteed RNAi Explorer™ Simply give us the accession number or
sequence and Gene Link designs, synthesizes and supplies 3 siRNA.
Gene Link guarantees a minimum of 70% silencing of your gene with at
least one of the siRMA supplied®,

Gene Link. Results you can rely on.

*Mot every siRiMA can effectively down regulate a gene. The process of RMA interference varies
by individual siEMA while some do not exhibit any interference at all.

toll free: 1-800-GENE LINK | www.genelink.com

Gene Link "

190 Saw Mill River Road
Hawthorne, NY 10532

tel: 914-769-1192

email: support@genealink.com




GRANT

INTEGRATED
BIOLOGY

Intreducing the integrated biclogy grant from Expression Analysis, a Quintiles Company. Together with

lllumina, we will enable two deserving researchers to explore the power of an integrated biological
perspective. The winning applicants will be chosen by Dr. Myles Axton, editor of Nafure Genetics.
Imagine what Whole Transcriptome RMNA-Seq Analysis, Genome-Wide DNA Methylation Interrogation

and Exome Sequencing could do for your research.

Apply today at expressionanalysis.com/grant or illumina.com/grant

Participation open to all individuals, institutions and organizations worldwide. Submission deadline is June 25, 2013, Copyright & 2013 Quintiles

‘ Ea ‘ A Quintiles Company i I I u m I n a"’



EVERYONE DESERVES
A CHANCE TO

BREAK THROUGH

len Torrent™ next-generation sequencing solutions make decoding genes
faster, easier, and more accessible—bringing sequencing into more labs,
in more places, and in more ways than ever before,

e TARGETED
SEQUENCING

EXOME

SEQUEMNCING

% TRANSCRIPTOME
SEQUENCING

GENOME

SEQUENCING

Start sequencing now at lifetechnologies.com/iontorrent

ijon torrent

Sequencing for all”
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Small Samples...Same Results!

RNA-Seq from only 1-5 ng of total RNA.

Powered by Nextera™, the TotalScript™ RMA-5eq Kit prepares
high complexity RMNA-Seq libraries from only 1-5 ng of intact
total RNA, without the need for poly(A) enrichment or rRNA
rermoval,

Directional libraries.

One day procedure.
Index-capable.

Ideal for intact high quality RMA.

www.epicentre.com/totalscript

epieentre’

an |llumina®company



Check quantity AND quality

of gDNA with one instrument.

The Fragment Analyzer™ Automated CE System

The Past The Future

Human genomic DNA. Traditional manual agorose slab g Same sample of human gDNA, identicol results.
shows intact gDMA in the second lane. Gel images in remaming

: ; BELOW: Raw dirta is captured by automated capillary electropho-
lanes show varying levels of gDNA degrodation VY- Re das B cdpriwa by oveone AR Sy

resis system, as seen in electropherogram overlay, =20,000 bp
peak indicates intact gOMNA on the wppermost trace,
Fragment Analyzer"” Benefits ABOVE: Data can then be processed and presented in o variety of
ways, such as this digital gel mage.

4 Mo more pouring gels, Automated simultanecus

analysis of 12 or 96 samples. i
1 Alignment
# Higher sensitivity than agarose gels. LUse small s & marker A
amounts of gDMA samples. (0.1 ng) i PR
:I\DCI-: . . _'___-“ R,
# Ulcra fast lower marker (set 1o 1bp) migrates g N
faster than degraded gDMA for superior = e N
quality and guantity assessment, T R
# Good sizing capability to differentiate degraded, . r
partialy degraded or intact gOMA e I | s
f_———
# See RNA contamination in gD MNA esdractions. Ll s | T—
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Phone: 515-296-6600 | www.aati-us.com




—Or all you seek
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| seek hope. | seek justice. | seek to end hunger. | seek answers. | seek to control outbreaks.
Cancer Genomics Forensic Genomics Agrigenomics Genetic Disease Microbial Genomics

You can use the power of genomics to change the world.

It's all about harnessing genetic energy—that unstoppable force
that drives all of us to find answers. To be the first,

We provide the tools: the systems, services, and informatics

L ]
to accelerate genetic analysis. You provide the drive: the passion, I I I u m I n a@
commitment, and inspiration to move your field forward.
O >40

# Never stop seeking.
EfE www.illumina.com/iseek



Ghent, Belgium - Sacrz Shenzhen, China
June 25 - 28 ~ September12-13 October 30 - November 1
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The 23 The 2nd
Intemational Conference Intemational Conference The 8Th
on Genomics in on Genomics in the

1 ntemational Conference
EUI’O De Ameﬂ Cas on Genomics

Co-organizer : VIB Co-organizer : UC DAVIS Co-organizer : GigaScience

Ouer the past seven years the International Conference on Genomics (ICG) has been one of the top graﬂe
gathering of global thought leaders in genomics featuring latest advancements in genomic-related fields.
This year, BGI continues to hold series ICG conferences, including ICG-8, ICG Americas-ll, and ICG Eu-
rope-ll. These gatherings will be an excellent opportunity to exchange your research experience and latest
discoveries, as well as the new insights into future development of life science.

EI"'tEI Scan this QR code to visit -
s orma LK EE,

{_ "r" www.lcg-2013.009 for more information!
[+ *1' bgi-event@s ervice.genomics.cn
ol +86-755-25273340

Organizer :
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ABSTRACT SUBMISSION
DEADLIMNE

18 JULY 2013

REGISTRATION DEADLINE
22 AUGUST 2013
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selected from abstracts.

adela.valceanu@ambl.de
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