Better inside. Outside. Upside.

Inside you'll find a fully integrated sequencing solution
delivering =85% (30 bases and run times as fast as

ool o
8 hours from sample to data

Outside you'll find “push button” sequencing, with
a streamlined user experience, individually tracked
load-and-go reagents, intuitive software interface,
and minimal hands-on time,

The upside is what you can do with it. Designed
around you, MiSeq offers intuitive workflow

The broadest application basa. Built-in scalability,
[he best in next-gen sequencing just got better

illurruna’

Bring more upside to your next
sequencing study. Go to

Hlumina



WE'VE REVOLUTIONIZED THE WAY
YOU LOOK AT RNA SEQ

GET

SGENOMIC
KNOW-How

There's never been a better time to start sequencing

With proprietary bioinformatics, only Expression
Analysis enables you to view mRNA-Seq data with
your existing microarray infrastructure, That means
more robust results in a more user-friendly format.
See for yourself why making the move to RNA-Seq
makes so much sense. Download the presentation al

expressionanalysis.com/RNASEQ

GENoMIC KMow-How®



ion torrent
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by lq# technologies™

PGM for genes. Proton for genomes.

Sequencing for all.

Powered by fast, simple, scalable semiconductor chips,
the lon PGM" Sequencer introduced an entirely new approach
to sequencing, making it dramatically faster and more accessible.

The new lon Proton™ Sequencer will go even further. With chip
densities up to 1,000-fold greater than the lon PGM™ Sequencer,
the lon Proton™ Sequencer will put whole-genome sequencing
within reach of every lab.

'
Get fast, affordable benchtop sequencing at
lifetechnologies.com/ionsequencing technologies"
For research use only. Mot intended for any animal or human therapeutic or diagnostic wse. The content provided herem may relate to

pracucts ihat hawe not been afticially released and is subject ta changa without notice ©2012 Life Technologees Carporation, All rights reserved
The Iradamarks mamisned heren are 1he property of Life Technol ogées Corporation or their respactive owners, DO2ER58 0112




SINGLE-CELL GENE EXPRESSION — STUDY RARE SAMPLES OR LIMITED CELLS TO SEE WHAT YOU ARE MISSING.

TR

When cells are in short supply, there's no room for error. The BioMark™ HD System was designed specifically
to handle your most precious samples, with starting material as low as 10 picograms, or a single cell. Now
you can efficiently profile multiple single cells for expression of hundreds of genes and uncover previously

unrecognized subpopulations.

View the Gene Expression Profiling Webinar I = d- "
at singlecellgeneexpression.com F L" lgm
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By Michael R. Green, Howard Hughes Medical Institute, University
of Massachusetts Medical 5chool and Joseph Sambrook, Peter

MacCallum Cancer Institute, Melbourne, Australia
Mo.feculfar Cloning: A Laboratory Manual has always been the
one indispensable molecular biology laboratory manual
for protocols and technigues. The fourth edition of this classic
manual preserves the detail and clarity of previous editions
as well as the theoretical and historical underpinnings of
the technigues presented. Ten original core chapters reflect
developments and innovation in standard techniques and intro-
duce new cutting-edge protocols. Twelve entirely new chapters
are devoted to the most exciting current research strategies,
including epigenetic analysis, RNA interference, genome

sequencing,and bioinformatics. This manual is essential for both
the inexperienced and the advanced user.

Due July 2012 2,000 pp. (approx.), illus., appendices, index
Cloth (three-volume set)

$475 ISBM 978-1-936113-41-5
Paperback (three-volume set)
%365 ISBN 978-1-936113-42-2

4 WWW.CSHLPRESS.ORG
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Contents (preliminary)

VOLUME 1

Part 1 Essentials

1.1selation and Guantification
of DA

2. Analysis of DNA

3. Cloning and Transformation
with Plasmid Vectors

4, Gateway Recombinational
Claning

5.Working with Bacterial Artificial
Chromaosomes and Other
High-Capacity Vectors

6. Extraction, Purification,
and Analysis of RMA fram
Eukaryatic Cells

7. Polymerase Chain Reaction

8. Bioinformatics

VOoLuU

Part 2 Analysis and Manipulations
of DNA AND RNA
9. Quantification of DNA and

RMA by Real-Time Polymerase
Chain Reaction

10 Mucleic Acid Platfarm
Technologles

11.DMNA Sequencing

12 Analysis of DNA Methylation
in Mammalian Cells

13. Preparation of Labeled DNA,
BMA, and Oligonuclestide Probes

14. Methods for In Vitro Mutagenesis

Part 3 Introducing Genes into Cells

15 Intraducing Genes into Cultured
Marmmalian Cells

16. Introducing Genes inta
Mammalian Cells: Viral Vectors

VO LUM.

Part 4 Gene Expression

17. Analysis of Gene Regulation
Using Reporter Systems
18, BMA Interference and Small
RMA Analysis
19, Expressing Cloned Genes for
Pratein Praduction, Purification,
and Analysis
Part 5 Interaction Analysis
20. Cross-Linking Technologies for
Analysis of Chromatin Structure
and Function
21. Mapping of In Vivo RNA-Binding
Sites by UV-Cross-Linking
Immunoprecipitation (CLIP)
22, Gataway-Compatible Yeast One-
Hyterid and Two-Hybrid Assays
Appendices
1. Reagents and Buffers
2 Commonly sed Technigues
3, Detection Systems
4, General Safety and Hazardous
Material

Index



Directional RNA-Seq
Libraries in 4 Hours.

From just 500 pg RNA.

Get RMA-5eq libraries on the sequencer the same day, with the
new ScriptSeq™ v2 Kits. Start with just 500 pg of rRNA-depleted
or poly(Al-enriched RNA. No cDNA fragmentation, adaptor
ligation, or gel size-selection.

Go ahead. Make yvour day.

www.epicentre.com/scriptseqv2

epieentre’

an lllumina*company



Your wish Is our command.

All Modifications and Oligo Types Synthesized

An actual gel photo of
each oligo is affixed
on the oligo report.

An absolute testimony
of guality.

toll fraz: 1-800-GENE LINK www.genelink.com

180 Saw Mill River Road | Hawthorne, NY 10632 3
tel: 914-769-1192 | fax: 914-769-1183 \ Gene Link™



GUIDE TO THE

HUMAN GENOME

Guide to the
Easy access to information about human genes et s R
o o i, B
P resenting the genes of the human genome in their biological context, Guide to the Human Genome er Lo +T€ ¢
. R *
is an extensive online resource that provides easy access to information about human genes and Lk i

their roles in specific processes. The text of the website is also available in a print version. With | :

numerous illustrations and tables, each of the nearly 300 sections of the Guide describes genes —
in":-’l'}l‘r'{_‘(l in d .‘_\]P{:CIEC Fi-]fh“-'fl:!.'.. process, or .*jTrl.H..'rllrL‘——I'-ﬂ}[" [I']L' I'“l_'ilL‘CllIﬂr ."'IFIL] L'L‘“l,]lﬂ,r |L“|."(_‘|..$ (K8

developmental and physiological processes. In the online version, these sections conrain links to more information
about proteins encoded by over 17,000 known or predicted human genes. For cach protein, basic characteristics about
its composition and length, its human relatives and relatedness t proteins in other species, and direct links to resources at
NCBI are included. Additional links to NCBI resources are provided for human noncoding RNAs and repeated DNA
elements and for proteins of interest from other species. The entire text of the Guide is searchable, and tools are available for
identifying human protein sequences using those from other species. The Guide will be useful to researchers looking to connect
sequence dara with tunctional information, and can be used in parallel with tradidonal texts in undergraduate and graduare
courses to provide a genomics dimension and experience of identifying genes underpinning processes of interest.

Online access to Guide to the Human Genome:
Purchase individual ($100) or institutional ($400) access at www.humangenome.org

While the Guide is designed as an online resource, a print only version is also available at www.cshlpress.com
1,008 pp., illus. (212 b/w), appendix, index * Paperback print edition $100 * ISBN 978-0-879699-44-4

Contents
Preface 6. Translation and Protein Modification 13. Cell Cycle
1. Introduction T P rteasas 14. Development
2. Exploring the Genome 8. Structural Proteins 15. Organs and Tissues
3. Metabolism 9. Protein Interaction Domain Families 16. Nervous System
4. DNA Replication, Recombination, 10. Stress Response and Homeostasis 17. Host Defense
Repair, and Chromatin 11, Signals Aperidices
5. Transcription and RNA Processing i £ )
12, Cell Structure and Organelles Gene index

.}
"The Guide is not a textbook, a database, a review article, or a reference
book. By combining aspects of all of them, I hope it is useful to students,
faculty, and researchers.” — Stewart Scherer

www.humangenomeguide.org

To order or request additional information, please visit www.cshlpress.com or:

Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)
Fax: 516-422-4097 E-mail: cshpress@cshl.edu




Announcing Keystone Symposia’s
2013 Genome Research Meetings

Nutrition, Epigenetics and Human Disease

February 19-24, 2013 « Hilton Santa Fe /Historic Plaza » Santa Fe, New Mexico « USA
Scientific Organizers: Robert A. Waterland, David 5. Rosenblatt and Patrick |. Stover

Keynote Speaker:
Ezra S. Susser, Columbia University

Plenary Session Topics:
Nutrition and Epigenetics in Development and Disease of the CNS » Nutrient Regulation of the Epigenetic Machinery »
Nutrition and Epigenetics in Obesity » Nutrient, Methyl Metabolism and Epigenetic Interactions = Nutrition and
Developmental Epigenetics in the Endocrine Pancreas » Nutrients and Allelic Targeting of Epigenetic Signatures »
Nutritional Modulation of Stem Cell Programming « Present and Future: Pressing Issues in Environmental Epigenetics

Abstract & Scholarship Deadline: October 17, 2012 / Early Registration Deadline: December 17, 2012
www.keystonesymposia.org/13B5

Genomic Instability and DNA Repair

joint with DNA Replication, Recombination and DNA Repair

March 3-8, 2013 + Fairmont BanfT Springs « Banil, Alberta « Canada
Scientific Organizers: Stephen P. Jackson, Alan D. D'Andrea and Susan M. Gasser

Keynote Speakers:
Frederick W. Alt, HHMI/Children's Hospital Boston and Immune Disease Institute
Kenneth ]. Marians, Memorial Sloan-Kettering Cancer Center

Plenary Session Topics:
Mechanisms and Control of DNA Repair/Mechanisms of Homologous Recombination « Chromosomal Stability, Instability
and Nuclear Architecture » Controlling DNA Damage Responses by Ubiquitylation and Sumoylation » Replication, Chromatin
and Genome Instability » Genome Instability, Telomeres, Disease and Aging « DNA Damage and Links to Transcription, RNA
Metabolism and Other Processes » Genomic and Genome-Wide Studies « Diagnostic and Therapeutic Applications

Abstract & Scholarship Deadline: November 7, 2012 / Early Registration Deadline: January 7, 2013
www.keystonesymposia.org/13X6

Human Genomics and Personalized Medicine

June 17-22,2013 « Clarion Hotel Sign » Stockholm « Sweden
Organized in collaboration with Science for Life Laboratory - Stockholm
Scientific Organizers: Kelly A. Frazer and Geoffrey S. Ginsburg

Plenary Session Topics:
Breakthroughs in Genomic and Personalized Medicine » Genomes and Biology » Policy « Advances and Challenges in
the Field » Pharmacogenomics » Personalized Genomes « Cancer Genomics and Applications » Translating Biomarkers
to Personalized Medicine

Abstract & Scholarship Deadline: February 20, 2013 / Early Registration Deadline: April 16, 2013
www.keystonesymposia.org/13E3

—-————____________—___-———-___

Information shown is current as of March 25, 2012 but subject to change.

!’Jen.s'e visit the meeting webpayﬂjhrﬂ?e*mastc?rrentmmm KEYSTONE m SYM POS[H
Lwh;;ﬂnﬂf;ﬂ;ieﬁmﬁgxﬁfggﬂ;ﬁmmm on Meolecular and Cellular Biology

than 50 other conferences taking place in 2013. Accelerating Life Science Discovery
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REGISTER BY MAY 315" & SAVE $200!

DATE: September 27 — 28, 2012
PLACE: Children's Hospital of Philadelphia (CHOP)

ICG Americas, modeled after BGl's acclaimed International Conferences on Genomics
held annually in China since 2006, is coming to the U.S.!

Join us for this rare gathering of genomics industry luminaries
and hear from over 40 distinguished speakers, including:

KEYNOTES
Eric D. Green — Director, NHGRI
George M. Church — Professor, Harvard Medical School

CO-CHAIRS
Huanming Yang — Chairman and Professor, BGI
Jun Wang - Executive Director, BGI
Hakon Hakonarson — CAG Director, CHOP

GENOMICS LEADERS FROM
Merck, Pfizer, Sanofi, GlaxoSmithKline, FDA,
Mars Incorporated, Smithsonian, Harvard, UC Davis, and many more...

NGS Applications in: Latest Technologies in:
» Drug Discovery * Agricultural Breeding * Genomics * Proteomics
and Development * Evolution and * Transcriptomics « Bioinformatics
* [Disease Research Conservation * Epigenomics e Single Cell Analysis
» Clinical Diagnostics * Metagenomics

COMFERENCE HIGHLIGHTS
Lab Tours Gourmet Dinner Fenn Museum

ICG Americas = Next-Gen Tech Apps + Genomics Luminaries + Networking Opportunities

!F 7\- E @ b - 1 1 s 1 WWww.icgamericas.org
§3BESP @H The Children’s Hospital of Philadelphia info@icgamericas.org
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