Better inside. Outside. Upside.

Inside you'll find a fully integrated sequencing solution
delivering =85% (30 bases and run times as fast as
8 hours from sample to data.

Outside you'll find “push button” sequencing, with
a streamlined user experience, individually tracked
pad-and-go reagents, intuitive software interface,
and minimal hands-on time,

The upside is what you can do with it. Designed
around you, MiSeq offers intuitive workflow.

The broadest application base. Built-in scalability.
[he best in next-gen sequencing just got better.
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Bring more upside to your next
sequencing study. Go to

lumina
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ADOPT

USING MICROARRAYS,
MY INFRASTRUCTURE IS ALREADY IN PLACE.

ASAP

TO MOVE YOUR RESEARCH
IN THE RIGHT DIRECTION.

| THINK FLL WAIT IT OUT, MICROARRAYS HAVE
WORKED FOR ME FOR MORE THAN A DECADE.

Only Expression Analysis enables you to harness the power

of mRNA-Seq with your existing microarray bioinformatics

nfrastructure. Now you can explore allele-specific expression,
{

alternative splice sites, previously unknown isoforms, cSNPs,

and rare and novel transcripts — all in a single experiment.

100% array-compatible data
Gene and isoform level relative abundance estimates

10 years of leadership in gene expression data processing

I’'M GOING FOR IT. WITH MICROARRAY- =
COMPATIBLE DATA, THERE'S NOTHING TO LOSE.

Genomic Know-How®



| .~ Directional RNA-Seq
) SorrfSu? Libraries in 4 Hours.

and wake <DV From just 500 pg RNA.
l
PCP Get RMA-Seq libraries on the sequencer the same day, with the
| new Scriptseq™ w2 Kits. Start with just 500 pg of rRNA-depleted
Clean wp or poly(Al-enriched RMNA. No cDMNA fragmentation, adaptor

ligation, or gel size-selection,
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Go ahead. Make your day.

www.epicentre.com/scriptseqve

epieentre

an llumina®company
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