t's a content revolution.

R
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Up to 50% more coverage of common and rare
variants than all other arrays. Maximum power for
any population.

'he Omni family of microarrays can propel your
studies into true next-gen GWAS. With a clearly
defined product path to the future. Immediate
utility. Future flexibility.

Get on the path to next-gen GWAS.

Now is the time. Get started at

i

lumina



HELLO, 1AM A CELL OF A
DIRBETIC MBN. RESEARCHERS

| caN KEAP. DEVEL O A
NEW TYPE OF TTHERAPELTIC:
[ WANT To MAICE A DIFFERPICE,
THoTs WHY Mdon TdE WAY TO

EXPRESSION ANAUYSIS.

EVERY SPECIMEN HAS A STORY. LET YOURS BE HEARD AT GENOMICKNOWHOW.COM




ion torrent
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em-pow-er-ment
n: simple, affordable RNA-Seq

There’s a better alternative to microarrays
Cost and complexity of next-generation sequencing are no longer barriers to performing
RNA-Seq. Combined with the new lon Total RNA-Seq Kit, the lon Personal Genome

Machine™ sequencer offers a fast, affordable, easy-to-use alternative to microarrays.
lon semiconductor sequencing puts the transcriptorne in full view. Imagine the possibilities.

Watch how it works at www.lifetechnologies.com/ionrnaseqgr ’
Get the free mobile app for your phone at hitp:/fgettag. mobi

The Chip is the Machine™

For ressarch use only. Not intended for any animal or human tharapeutic or diagnostic use. © 2011 Lile Tednolegiss Comporalion. AF righls ressred
The frademarks mantiongd hergin are the property of Lits Technolpgies Coporation o their respective owners. CINSATT 081

technologies™



When Zero Really
Matters.

No more wasted RNA-Seq reads.

Superior rRMA removal for RNA-Seq. That's the Ribo-Zero™
performance guarantee. Our kits remove >99% of the rRNA
from a variety of total RMA samples. They deliver outstanding
results with samples that other kits won't even touch, like
partially degraded or FFPE RNA. For better RMA-5eq results
without wasted rRNA reads, try Ribo-Zero kits today.

Single-pass method. Intact or degraded RMA. Performance
guaranteed.

www.gpicentre.com/ribozero

epieentre

an lllumina®company



MUTATION

THE HISTORY OF AN |IDEA FROM DARWIN TO GENOMICS

By Elof Axel Carlson, Professor Emeritus, State University of ﬁ

‘M utation New York at Stony Brook: Visiting Scholar, Institute for Advanced Study, Indiana University

TIE HESFOmY GiF A% 1

PRI (k% 10 G SR Tuda}: most scientists regard the term “mutation” as a description of a change in an

individual gene, and more precisely as some minute alteration of the DNA of thar gene,
especially a nucleoride substitution. But the idea of muration has {'.h:mgcrl considerably from
the pre-Mendelian concepts of Darwin’s generation, who viewed "ﬂu-.'.ru;lring variations  as
the raw marterial on which evolurion acred, to today’s up-to-the-minute ZENOMIC CONTEXt of
mutation. Mutation: The History of an Idea from Darwin to Genomics explores six generations
of mutation research, providing the background—the people and the ideas—for this bio-

Eluf Axel Carlion . g
: logical journey.

After rxploring Darwin’s and Francis Galton’s concepts of mutation, Carlson shows how
the 1900 rediscovery of Gregor Mendel's experiments let to a discontinuous model of evolution by muration and how
cytologi-.‘.:;l investigarions led to the chromosome theory of heredity of classical genetics in which there was random mu-
tation in genes. Carlson details how Mendelian and biometric approaches to herediry and evolution were closely tied and
how induction of murations by radiarion and chemical mutagens led to biochemical investigarions of gene action, shiﬁing
attention to the chemistry of the gene. The interpretation of the gene as DNA and the deciphering of the genetic code
then gave rise to molecular interpretations of mutation, views that also impacted evolutionary biology, population genetics,
commercial development of plants and animals, and human genetics.

This book shows how gc'ncr:;rion:al definitions or assessments of mutarion have responded to the rr{'.hlmlngirs added o
science and the experiments that abounded with the inquiries of each successive generation. These observations are com-
bined with an exploration of how the nonscientific public has shifred its u ndrrsr:mding and concern abour murtarions
over the past 150 or more years. Carlson’s historical approach in this bno]c—rx:;mining the evolution of a concepr—
reveals the way science works, incrementally by small steps of additions and replacements rather than by dramatic, and
rare, paradigm shifts.

2011, 163 pp., illus. (11 b/w), index

Hardcover %55 ISBN 978-1-936113-30-9
Contents
Preface 7. Mutation in Relation to Gene Structure
1. A Brief Overview of the Concept of Mutation 8. Mutation in Relation to Evolution
2. Ideas of Mutation before There Was a Mendelian 9. Mutation in Relation to Genetic Engineering
Basis for Genetics 10. Mutation in Relation to Society
3. C:.rmlngi{::al and Mendelian Aspects of Mutation 11. Mutation in Relation to History and Philosophy
4. The Fly Lab Redefines Mutation of Science
5. Radiation and the Analysis of Mutation by Mutagenesis  Glossary of Terms Associated with Mutation
6. Using Biochemical Approaches to Study Mutation Index

4388 (Continental US and Canada) 5 1 G- 100 {All other locations)

E- Illdl]. LH]IP]’LNN ‘r:(.‘i]:'l.]. Ld'l.l
\\ rite: Cold Hprmh Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924



BIOINFORMATICS

ANALYST

As part of the University of Minnesota
Supercomputing Institute (MSI). the
Research Informatics Support Sys-
tems (RISS) program is hiring two
bioinformatics analysts to support
life sciences research at the Univer-
sity of Minnesota. The newly created
RISS program is designed specifically
to foster cutting edge collaboration be-
tween bioinformatics analysts and life
sciences researchers and to leverage
the rich computational and knowledge
environment offered by the MSI and
the University.

Successful candidates will have ex-
cellent communication skills, a strong
analytical/computational background
combined with demonstrated life sci-
ences analyses experience, be highly
organized, and comfortable working
as part of an interdisciplinary research
team on multiple projects. Experi-
ence with Next-Gen Sequencing ap-
plications and data analysis 1s a prior-
ity. Candidates must have a Ph.D. or
equivalent.

For additional details and to apply, vis-
it employment.umn.edu and search
postings for requisition 171717,

UNIVERSITY
OF MINNESOTA

The University of Minnescta is an equal opportunity educator and employer.

CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

Postdoctoral Positions at
Cold Spring Harbor Laboratory

Cold Spring Harbor Laboratory is a world-
renowned research and educational institution
recognized internationally for its excellence in
groundbreaking research and educational
activities. We invite highly motivated
individuals to visit our website at
http://www.cshl.edu/Careers to review and
apply for current postdoctoral opportunities in
the following areas.

Cancer Research: CSHL is committed to
exploring the molecular basis of human cancer
through a focused, multidisciplinary approach.

Neurobioloqy: Research areas include
learning and memory, sensory processing,
cognition, and diseases such as alzheimer’s,
autism and schizophrenia.

Plant Biology: The plant group at Cold Spring
Harbor Laboratory studies fundamental
mechanisms in plant development and
genetics that impact crop productivity,
biodiversity and climate change.

Genomics and Bioinformatics: Research
areas include genomic organization, structural
variation of the human genome as related to
disease, computational genomics and
transcriptional modeling, and sequencing
technology. The Bioinformatics group
develops novel analytic software, databases,
and user interfaces for the management,
manipulation and mining of genome data.

Cold Spring Harbor Laboratory
Human Resources
One Bungtown Road
Cold Spring Harbor, NY 11724
Website: www.cshl.edu

Cold Spring Harbor Laboratory is an
Equal Opportunity Employer.




I University of Massachusetts Medical School
Program in Bioinformatics and Integrative Biology

- |

UMASS.

The newly established Program in Bioinformatics and Integrative Biology
continues to invite applications for tenure-track or senior tenured professor
positions. We are seeking innovative, energetic and collaborative individuals
who plan to develop strong computational research programs to tackle
problems in one of the following areas: regulatory genomics, comparative
genomics, systems biology, RNA biology, evolutionary biology, statistical
genetics, or proteomics. Exceptionally strong candidates in other computational
biology areas will also be considered. Wet bench research space can be
arranged for individuals who are interested in performing experiments to
augment their computational efforts.

The Program in Bioinformatics and Integrative Biology 1s housed in a state-of-
the-art research building with the neighboring Departments of Biochemistry
and Molecular Pharmacology, Neurobiology, Cancer Biology, Medicine, and
the Program in Gene Function and Expression. The Program has high-
performance computing facilities and a full-time Bioinformatician to

support the research activities of its faculty. Salary and start-up package will be
competitive and commensurate with the high level of accomplishment expected
for successful applicants.

Applicants should submit a cover letter explaining their interest in the Program,
a curriculum vitae that includes honors, publications, and a succinct research
plan to http://www.academicjobsonline.org. To expedite the review process,
applicants should invite three individuals who are familiar with your work and
potential for success to upload their recommendation letters at the same web
address. Inquiries, but not application materials, may be directed to Professor
Zhiping Weng at zhiping. weng(@umassmed.edu.

As an equal opportunity and affirmative action employer, UMMS recognizes
the power of a diverse community and encourages applications from
individuals with varied experiences, perspectives and backgrounds.




Cold Spring Harbor
Perspectives in Biology

The Authoritative View

CSH

PERSPECTIVES

Booc?”
NEW!

www.cshperspectives.org

A New Type of Review Journal

old Spring Harbor Laboratory Press announces the launch of a new monthly online publication, Cold Spring

Harbor Perspectives in Biology. Spanning the complete spectrum of the molecular life sciences, the journal

offers article collections that comprehensively survey topics in molecular, cell, and developmental biology,

genetics, neuroscience, immunology, cancer biology, and molecular pathology. Written by leading researchers

and commissioned by an eminent board of editors, subject collections grow with every issue of the journal.

Cold Spring Harbor Perspectives in Biology is thus unmatched in its depth of coverage and represents an essential

source for informed surveys and critical discussion of advances in emerging areas of biology.

Scope: Molecular Biology, Cell Biology, Developmental Biology, Genetics, Immunology, Neurobiology

Monthly, online

ISSN: 1943-0264

Subject Coverage
Angiogenesis
Antigen Processing
Apoprosis

Auxin Signaling
Axonal Guidance

The Biology of Cardiovascular
[Diseasze

The Biology of Schizophrenia
Calcium Signaling

Cell-Cell Junctions

Cilia and Flagella

The Cytoskeleton

DNA Damage and Repair

The Exrracellular Marrix
The Endoplasmic Reticulum

The Evolution of Gene
MNerworks

Generation and Interpretation
of Morphogen Gradients

Germ Cells

The Golgi Apparatus
Growth Facror Receprors
Immune Cell Signaling
Immune Tolerance

Lipid Cell Biology
Lymphocyte Cell Biology
Mammary Gland Biology

Mechanotransducrion

Membrane Fusion and
Exocyrosis

Mirochondria

Mitosis

Molecular Motors

Muscle Cell Biology

The MNF-kB Family

MNuclear Hormone Receprors
The Nucleus

The Origin of Life

The p53 Family

Prions

Prokaryote Cell Biology

Protein Homeostasis

Recepror Tyrosine Kinases

Recombination Mechanisms

Regeneration

RMNA Worlds

Sex Determination

Symmerry Breaking in
Biology

Synapses

Transcriptional Regulation

Wnr Signaling

The ¥ Chromosome

To order or request additional information, please visit our website or:

Call:

FAX: 516-422-4

1-800-843-4388 (Continental US and Canada)

516-422-4100 (All other locations)
E-mail: E-!Sl'tpl‘{:._ﬁ.‘i{"_’:i_'.‘ih].:_'(lll

Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924




Use this! You need this!

Fizts)

Culkd Spring Harkor Fratuuk
i

Molecular Cloning

A LTARDEATORY MANUAL

W of
T

Sambrook and Russell

Request a Free Trial for Your Institution.

If you have a copy of Molecular Cloning on your shelf, you will certainly want to visit Cold Spring

[
¥

Harbor Protocols online for the latest laboratory techniques.

Cold Spring Harbor Protocols is a response to requests from scientists for authoritative information
about techniques with a broad editorial scope, delivered through a state-of-the-art online interface. At
the site, you will find methods from Molecular Cloning along with protocols from many best-selling
Cold Spring Harbor Laboratory Press manuals, such as Cells and Antibodies, as well as protocols from
Cold Spring Harbor’s renowned on-site courses. In addition, you will discover new curting-
edge protocols submirted by and commissioned from laboratories worldwide. A peer-reviewed
online journal, Cold Spring Harbor Protocels is indexed in PubMed and updated monthly.

We invite your institution to start a free trial for a hands-on review of Cold Spring Harbor Protocols.
To start your online trial, simply visit www.cshprotocols.org and follow the link to request an online
trial. Or email us at cshpress@cshl.edu and we will contact your institution’s librarian to arrange free
trial access.

Please take the time to review Cold Spring Harbor Protocols. We are confident you and your
researchers will find it to be an essennal resource.

Cold Spring Harbor Protocols—Manuals and More Online.
www.cshprotocols.org

To order or request additional information, please visit our website or:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)

FAX: 516-422-4097 E-mail: cshpress@cshl.edu N
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924
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