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The most accurate
next-gen sequencing
technology available.

Every lllumina sequencer is powered by TruSeq
the technology that delivers the most accurate
human genome at any coverage. TruSeq
produces the highest yield of error-free reads.
The most bases over Q30. The greatest number
of peer-reviewed publications—more than 1,000
in the past three years,

That's Tru data quality.

Get the proof. Go to
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wN Worldwide Innovative Networking
in personalized cancer medicine

JULY 6%-8th 20N

Palais des Congres, Paris [France]
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Registration online
www.winconsortium.org
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OligoAnalyzer

Forget the calculations. We supply results.

You strive for accurate data in your research, so don't use out-of-date analysis tools.

OligoAnalyzer includes the newest algorithms for determining melting temperature and
tools for predicting secondary structure. Inaccurate calculation of Ty, will increase the
probability of failed assay design. Original research in nucleic acid thermodynamics at IDT
has shown that T, depends on specific oligo sequence, base moiety, concentration, and the
types and concentrations of cations in the buffer. OligoAnalyzer also provides access to new
UNAFold software for accurate secondary structure prediction.

OligoAnalyzer and other 5ciTools are available free at www.idtdna.com/scitools

/YIDT@ THE CUSTOM BIOLOGY COMPANY

INTEGRATED DNA TECHNOLOGIES WWW.IDTDNA.COM 1100 %



Additional Meetings
of Interest;

Genelics, Immunology

and Repair in Mulliple Sclerosis
February 15-20, 2011

Taos, Mew Mexico, LISA

wiww keystonesymposia.ong 1188

DNA Replication and
Recombination

February 27-March 1, 2011
keystone, Colorado, LISA

www, keystonesymposia.ong/1102

Omics Meets Cell Biology
May 8-13, 2011

Alphach, Austria

wiww, KEYStonEsymposia argf11E1

TOP-QUALITY GENOME RESEARCH
CONFERENCES #"PRICELESSUNTERACHHCIN

Genomic Instability
Scientific Organizers: Junjie
January 30-February 4, 201

and DNA Repair

Chen, Karlene A. Cimprich and Michael B. Yaffe

1

Keystone Resort  Keystone, Colorado = LISA

Keynote Speakers: David M. Li

vingston, Dana-Farber Cancer Institute, USA

“Genomic Instability and Breast Cancer”

Stephen ). Elledge, Harvard-Partners Center for Genetics and Genomics, USA
amage Response: Making it Safe to Play with Knives™

“The DNA D

www.keystonesymposia.org/11B4

Evolutionary Developmental Biology

Scientific Organizers; Sean B. Carroll, Trisha Wittkopp and Nicole King

February 27-March 3, 2011

Granlibakken Resort = Tahoe City, California  USA

Keynote Speaker: Neil Shubin,

University of Chicago, USA

“Fossils, Genes and the Evolution of the Vertebrate Limb™

www.keystonesymposia.org/11C1

Environmental Genomics and Disease Susceptibility
Scientific Organizers: Randy L. Jirtle, Moshe Szyf and Frederick L. Tyson

March 27-April 1, 2011

Grove Park Inn Resort & Spa # Asheville, North Carolina » USA
Keynote Speaker: Matt Ridley, Blagdon Seaton Burn, UK

“Nature via Nurture”
www.keystonesymposia.org/11D3

Changing Landscape of the Cancer Genome

Scientific Organizers: [ynda
June 20-25, 2011

Chin, Christoph Lengauer and Michael Stratton

Boston Park Plaza Hotel & Towers # Boston, Massachusetts = LISA

Keynote Speaker: Tom Hudson,

“Large-Scale Cancer Genomics”
www.keystonesymposia.org/11F3

For the most up-to-date information on these and more than 50 other conferences in 2011,

please visit www.keystonesympaosia.org/201 1meetings.

KEY

STONE # SYMPOSIA

on Molecular and Cellular Biology

www.keystonesymposia.org * 1.800.253.0685 + 1.970.262.1230

Accelerating Life Science Discovery

Ontario Institute for Cancer Research, Canada



Miner™ Small RNA-5Seq Library Preparation Kits provide an improved process

second-generation sequencing libraries from the entire small-RNA

ripto me. The unique enzymatic process® dramatically reduces adaptor dimers that
e high background in conventional small-RNA library preparations.

Pruduce libraries in 1 day from small RNAs such as miRNA and, optionally, small

capped RNA.

'« Enable directional sequencing of the library.

= Start with total RNA (1-5 pg) or size-selected RNA (100 pg).

« Obtain more comprehensive capture and sequencing of small RNAs, through an

optimized ligation process.

Kits for preparing singleplex (nonbarcoded) or multiplex (barcoded) libraries are available.

summary of sequencing data from ScriptMiner™ libraries.

BriiR, Brain Reference RNA.
RNA Reads Passing | Reads Aligned 5
Sample | Kit Format Filter to hg19 Aligned
BrRR singleplex 17,272,948 16,823,979 97.40
BrRR Multiplex 1,384,314 1,380,799 99.75
Hela Multiplex 1,560,105 1,555406 99.70
Conventional procedure ScriptMiner™ procedure
22mer RNA UHRR BrRR 22mer RNA UHRR BrRR
O mol total total Olige {pmel total total

&@»?*..,«?

|
=miRMA =mikMa
=adaptor- =adaptor-
dimer dimer

ally reduces adaptor-dimer background. The indicated RMA samples were used to prepare
tional procedure or the ScriptMiner procedure. Samples were examined by denaturing
12 cycles of PCR. UHRR, Universal Human Referance RMA; BrfR, Brain Reference RNA.
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able. For more information, visit:

.EpiBio.com/rnaseq BEOIECHHDIDQIES

wiwrw. EpiBio.com « 300-284-8474 « epicentral blogspot.com

gal for trademark, patent, and licensing infarmatian. GROOT a3a11



Cancer resean ers
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Introducing the NEW 5500 Series SOLiD™ Sequencers

Discover what comes from accuracy. The new, totally redesigned 5500 Series SOLID™ Sequencers
—now every lab can access a translational research platform with up te 99.99% accuracy.

« Accurate detection of somatic mutations or rare genetic variants
* Rapid and cost effective sample processing with flexible microfluidics FlawChip
* Simple adoeption into your lab with streamlined data analysis and a robust, easy to use platform

There's a lot riding on the quality of your results.
That's why you need the 5500 Series SOLID™ Sequencer in your lab.

go to www.appliedbiosystems.com/solid5500
QOWHLOAD THE FREE MOBILE AFF AT HTTFWGETTAG MORB in the barcode tE{hnDLOQiEE_‘

Lile Techrologies offérs a breadth of products



Cold Spring Harbor
Perspectives in Biology

The Authoritative View

CSH

PERSPECTIVES

‘booad’
NEW!

www.cshperspectives.org

A New Type of Review Journal

old Spring Harbor Laboratory Press announces the launch of a new monthly online publication, Cold Spring

Harbor Perspectives in Biology. Spanning the complete spectrum of the molecular life sciences, the journal

offers article collections that comprehensively survey topics in molecular, cell, and developmental biology,

genetics, neuroscience, immunology, cancer biology, and molecular pathology. Written by leading researchers

and commissioned by an eminent board of editors, subject collections grow with every issue of the journal.

Cold Spring Harbor Perspectives in Biology is thus unmatched in its depth of coverage and represents an essential
source for informed surveys and critical discussion of advances in emerging areas of biology.

Scope: Molecular Biology, Cell Biology, Developmental Biology, Genetics, Immunology, Neurobiology

Monthly, online

ISSN: 1943-0264

Subject Coverage
Angiogenesis
Antigen Processing
Apoprosis

Auxin Signaling
Axonal Guidance

The Biology of Cardiovascular

Disease
The Biology of Schizophrenia
Calcium Signaling
Cell-Cell Junctions
Cilia and Flagella
The Cytoskeleton
DNA Damage and Repair

Call:
FAX:

1-800-843-4388 (Continental US and Canada)
516-422-4097

Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924

The Exrracellular Matrix
The Endoplasmic Reticulum

The Evolution of Gene
MNerworks

Generation and Interpretation
of Morphogen Gradients

Germ Cells

The Golgi Apparatus
Growth Facror Receprors
Immune Cell Signaling
Immune Tolerance

Lipid Cell Biology
Lymphocyte Cell Biology
Mammary Gland Biology

516-42:
E-mail: cshpres

Mechanorransducrion

Membrane Fusion and
Exocyrosis

Mirochondria

Mirosis

Molecular Motors

Muscle Cell Biology

The MNF-kB Family

Muclear Hormone Receprors
The Nucleus

The Origin of Life

The p53 Family

Prions

shl.edu

2-4100 (All other locations)

Prokaryote Cell Biology

Protein Homeostasis

Recepror Tyrosine Kinases

Recombination Mechanisms

Regeneration

RMNA Worlds

Sex Deetermination

Symmerry Breaking in
Biology

Synapses

Transcriprional Regulation

Wnr Signaling

The ¥ Chromosome




Your wish Is our command.

All Modifications and Oligo Types Synthesized

An actual gal photo of
each oligo is affixed
on the oligo report.

An absolute testimony
of quality.

toll free: 1-800-GENE LINK www.genelink.com

1490 Saw Mill River Road | Hawthorne, MY 10532
tel: 914-769-1192 | fax: 914-769-11583 Gene Lil‘lkm
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