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USING MICROARRAYS,
MY INFRASTRUCTURE IS ALREADY IN PLACE.

| THINK FLL WAIT IT OUT, MICROARRAY'S HAVE
WORKED FOR ME FOR MORE THAN A DECADE.

I’'M GOING FOR IT. WITH MICROARRAY-

COMPATIBLE DATA, THERE'S NOTHING TO LOSE.

ADOPT

RNA
SEQ

ASAP

TO MOVE YOUR RESEARCH
IN THE RIGHT DIRECTION.

Only Expression Analysis enables you to harness the power
of mRNA-5eq with your existing microarray bicinformatics
nfrastructure. Now you can explore allele-specific expression,

alternative splice sites, previously unknown isoforms, cSNPs

and rare and novel transcripts — all in a single experiment.

100% array-compatible data
Gene and isoform level relative abundance estimates

10 years of leadership in gene expression data processing

Genomic Know-How®
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n: fast, affordable amplicon sequencing

Take your sequencing to the next level

The lon Personal Genome Machine™ sequencer bridges the gap between Sanger and next-
generation sequencing. With lon semiconductor sequencing, you can screen hundreds of
amplicons over multiple samples in just two hours, for a fraction of the cost with most next-
generation sequencers. Faster to results. Faster to publication. Imagine the possibilities.

Watch how it works at www.lifetechnologies.com/iondnaseqgr ’
Gat the free mabile app for your phone at http-/fgettag. mehi
The Chip is the Machine™ technologies™

For research usa only. Mot intended for any animal or human therapeutic or diagnostic usa



Subject Areas
Cell Biology, Bacteriology, and Microbiology

Edited By Graham Warren, University of Vienna and James Rothman,
Yale University

dentified more than a hundred years ago by Camillo Golgi, the Golgi is a

series of flattened sacs that acts as a critical sorting and processing station
for intracellular traffic. This volume covers recent insights into Golgi architecture,
mechanisms of trafficking through the Golgi stacks, the role of the Golgi in
carbohydrate metabolism, and the way the Golgi fragments and regenerates
during cell division.

2011, 322 pp., illus. (56 4C and 12 B&W images), index
Hardcover %135 ISBN 978-0-87969-873-7
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Preface 8. Organization of SNAREs within 15. Golgi Positioning
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1. Architecture of the Mammalian Jorg Malsam and Thomas H. Sliner 16, Golgi During Development
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Judith Klumperman in the Golgi _ 17. Golgi Biogenesis

2. Golgi Glycosylation David K. Banfield Yanzhuang Wang and
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Discover More Sequencing Throughput
Automated capture from Roche NimbleGen and Caliper Life Sciences

Advance your next-gen sequencing pipeline with a robust automated target enrichment solution.

Accelerate your high-throughput sequencing sample preparation by combining NimbleGen SeqCap EZ
Library, with the Caliper Sciclone NGS Workstation.

B Sequence more samples per lane with the optimized performance of SeqCap EZ library
B Process 96 captures in parallel, up to 288 captures per week
B Maximize reproducibility with an automated workflow

B Minimize contamination in a fully enclosed bench-top system

Discover more
www.nimblegen.com/ezauto

Far life science research only. Roche MimbleGen, Inc
Mot for use in diagnostic procedures. Madison, W1 USA

NIMBLEGEN and SECCAP are trademarks of Roche.
All other product names amd rademarks ane the properly of their respective owners,
& #3011 Roche NimbleGen, Inc. Al rights resersed.



Get Done by Lunch.

RNA-Seq libraries in 3 hours.

Prepare directional, barcoded RNA-Seq libraries in 3 hours
with ScriptSeq™ Kits. Use as little as 50 ng of rRNA-depleted
or poly(A}-enriched RNA. Mo cDMNA fragmentation, adaptor
ligation, or gel size-selection.

Speed up your RMA-Seq.

www.epicentre.com/scriptseq

epieentre

an lllumina*company
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When researching disease-associated variants, approaches like

low-pass and exome-only sequencing leave you with

incomplete data. As the world's leading provider of whole

human genome sequencing, Complete Genomics delivers:

» More informative data—including non-coding variants

« Comprehensive CNV and 5V data—information unavailable
with exome sequencing

« Higher quality exome data than selection methods

Recent published studies have shown how non-coding variants

are implicated in disease.

And finally, Complete Genomics has made whole genome

human sequencing cost-effective.
Find out more at www.completegenomics.com

Comglete

enomics




Call for ENCODE Project Papers

Gename Research is interested in considering the ENCODE Project Consortium companion papers
and ENCODE-related papers reporting analyses of data private to individual groups. The editors of
Genome Research are secking submissions of manuscripts that describe novel biological insights gained
from genome-wide mapping and characterization of functional elements in the human genome, including,
but not limited to, work describing transcribed and regulatory elements, transcription facror binding sites,
replication origins, DNA methylation status, DNase | hypersensitive sites, histone modifications, small
RNAs, and novel methods to identify funcrional elements.

If you would like your work to be considered, please submit online by October 15, 2011 at Genome Research
(heep://submit.genome.org) and include the keyword "ENCODE.”

When considering submission to Genome Research, please note Genome Research now ranks second among
all primary research journals in Generics & Heredity and is one of the top ten journals in all of Molecular
Biology in terms of both impact and immediacy. In addition to its high impact, Genome Research has rapid
= manuscript turn-around — on average less than 30 days — and posts accepted preprints online within
hours. Genome Research remains committed to the community it serves, setting standards in data quality
and accessibility, and offering an Open Access option for interested authors.
Visit Genome Research online for additional informartion about the journal. For more information about
submitting your ENCODE paper to Genome Research, please contact the Executive Editor, Dr. Hillary
Sussman: hsussman@cshl.edu
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Germ-Cells

Edited By Paoclo Sassone-Corsi, University of California, Irvine, Margaret T. Fuller, Stanford
University, and Robert Braun, fackson Laboratory

With the ability to undergo both mitosis and meiosis, germ cells give rise to
gametes and serve as the link between generations in sexually reproducing
organisms. This collection reviews the biology of germ cells in metazoans, describing
the undifferentiated state of germline stem cells, the triggers for meiotic entry, and
the transcriptional and posttranscriptional controls that lead to the formation of
mature gametes during spermatogenesis and cogenesis.

2011,222 pp.,illus. (26 4C and |12 B&WV images), index
Hardcover $135 ISBN 978-1-936113-51-4

Subject Areas

Cell Biclogy, Molecular Biology, and Developmental Biology
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Michael B Greenbaum, Tokuko hwarmaori,
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Joel D. Richter and Paul Lasko Victor D. Vacquier and Willie J. Swanson
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To order or request additional information, please visit our website or:
Call: 1-800-B43-4388 (Continental US and Canada) 516-422-4100 (All other locations)

Fax: 516-422-4097 E-mail: cshpress@cshl.edu
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd.,. Woodbury, NY | 1797-2924




When you need to search for scientific
equipment and supplies use the NET!

BioSurpPLYNET.COM

Stop wasting time comparing prices .. .

Use the EHEEEVGTEETES @ feature.
Contact multiple companies with
just one email and watch the price

quotes come directly to you. //

SAVE TIME . . . SAVE MONEY
with www.BioSupplyNet.com

# division of Cold Spring Harbor Laboratory Press @&

Setter outside.

Outside you'll find a streamlined user experience, with load-and-go
sequencing reagents and single-tube lilbrary preparation in just
1.5 hours, Data management is made simple with onbboard informatics

apps and BaseSpace”, our naw cloud-based analysis environment.

llumina



Use this? You need this!

CSH

PROTOCOLS
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Request a Free Trial for Your Institution.

If you have a copy of Moelecular Cloning on your shelf, you will certainly wanr to visit Cold Spring

i

Ry

Harbor Protocols online for the latest laboratory techniques.

Cold Spring Harbor Protocols is a response to requests from scientists for authoritative information
about techniques with a broad editorial scope, delivered through a state-of-the-art online interface. At
the site, you will find methods from Molecular Cloning along with protocols from many best-selling
Cold Spring Harbor Laboratory Press manuals, such as Cells and Antibodies, as well as protocols from
Cold Spring Harbor's renowned on-site courses. In addition, you will discover new curting-edge
protocols submitted by and commissioned from laboratories worldwide. A peer-reviewed online
journal, Cold Spring Harber Protocols is indexed in PubMed and updated monthly.

We invite your institution to start a free trial for a hands-on review of Cold Spring Harbor Protocols.
To start your online trial, simply visit www.cshprotocols.org and follow the link to request an online
trial. Or email us at cshpress@cshl.edu and we will contact your institution’s librarian to arrange free
trial access.

Please take the time to review Cold Spring Harbor Protocols. We are confident you and your researchers
will find it to be an essential resource.

Cold Spring Harbor Protocols—More Than Just Methods.

www.cshprotocols.org

To order or request additional information, please visit our website or:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)

FAX: 5106-422-4097 E-mail: cshpress@cshl.edu
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924




Iraging in MpuroscHnCE

The upside is what you can do with it.
application base and a global community of seqguencing insight

Imaging: A Laboratory Manual
Edited by and Serics Edivor Rafazl Yuste,
Howard Hiughes Medical Tnstire,
Caliemibia Universiey

Hardcover $240 Paperback $165

Imaging in Neuroscience:

A Laboratory Manual

Edited By Frifjof Helmehen, Brain

Revearch Insefove, University of Zurich and
Arthur Konnerth, fwefrte for Newroscienee,
Techmical Universicy Munich; Series Editor,
Rafael Yuste, Howard Hugher Medical fnsrimee,
Columbia University

Hardcover $280 Paperback 8195

Imaging in Developmental Biology:

A Laboratory Manual
Edired By James Sharpe, EMBL-CRG Syseems
Biology Univ, Barcelona, Spain and

Rachel Wang, University of Wishington;
Series Editor, Rafael Yuste, Howwrd Hrughes
Medical fnstinure, Columbia University

Hardcover $240 Paperback $165

hirming

www.cshlpress.com

RNA: A Laboratory Manual
By Danald C. Rio, Uiversity of California,
Berkeley, Manuel Ares, Jr., University of
California, Santa Cruz, Gregory |. Hannon,
Caled Spring Harbor Labovarory and

Timathy VW Nilsen, Case Western Reserve
Ulniiversiey School of Medicine

Hardcover $240 Paperback $165

Live Cell Imaging: A Laboratory
Manual, Second Edition

Edited By Robert D. Goldman, Feinderg
School of Medicine Novebnpesvern Univeriien
Jason R. Swedlow, The University of Dundee,
and David L. Specror, Caldd Spring

Harbor Laboratary

Hardeover $240 Paperback 3165

RNA: Life's Indispensable
Molecule

By James E. Damell, The Rackefeller Universizy
Hardcover $39

With the broadast

behind it, MiSeq took tha best in next-genaration sequencing
and made it better,
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" (et sequencing!

Purification systems for Sanger and Next-Generation

MAG-BIND™
SeqDTR"

Utilizes OmegaBio-tek’s
MAG-BIND paramagnetic
beadbasedtechnology for
Sangersequencing DNA
cleanup. Get Phred20score
averaging over 700 bps and
passratesof85%orhigher.

Mo centrifugation

Flexible: 96 or 384 format.
Automation compatible

{2 OMVIEGA

bio-tek

innovations in nucleic acid isolation

MAG-BIND"™
E-Z Pure”’

Utilizes Omega Bio-tek's
MAG-BIND paramagnetic bead
based technology to purify PCR
products from 100bp to 50kb.
Efficiently removes excess
dimers, primer-dimers, dNTPS
and salts.

Nocentrifugation

Flexible: 96 or 384 format.
Automation compatible

E.Z.N.A
Size Select-IT"

Noveltechnology for DNA recovery from:

100bp-300bp 300bp-500bp
100bp-500bp 300bp-700bp
100bp-700bp

>100bp, >200bp and>300bp

Fast: ~10 min to process

Flexible: 1 prepto 96-wellformat.
Automation compatible

Achieve excellent performance with alower cost per prep.
Forsample: http://www.omegabiotek.com/seqkitsample

Forpromotional discount, use code: GR-SEQKITS
Formore information, email: seqkits @omegabiotek.com

(U.S.) BOO-B832-8896 , Outside U.5., dial 1+770-931-8400

www.omegabiotek.com

Mag-Bind, SeqDTR, E-Z Pure, Sze Salect-IT are trademarks ol Omega Bio-lek, Inc. For research purposa anly.

@201, Orrirga Bic-bisk, Inc, Allfights resenaad.
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