™

The most accurate
next-gen sequencing
technology available.

Every llumina sequencer is powered by TruSeq
the technology that delivers the most accurate
human genome at any coverage. TruSeq
produces the highest vield of error-free reads.
The most bases over Q30. The greatest number
of peer-reviewed publications—more than 1,000
in the past three years.

That's Tru data quality.

Get the proof. Go to

-
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Use this? You need this!
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Molecular Cloning

A LARDEATORY MANUAL

b
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Request a Free Trial for Your Institution.

If you have a copy of Molecular Cloning on your shelf, you will certainly want to visit Cold Spring
Harbor Protocols online for the latest laboratory techniques.

Cold Spring Harbor Protocols is a response to requests from scientists for authoritative information
about techniques with a broad editorial scope, delivered through a state-of-the-art online interface. At
the site, you will find methods from Molecular Cloning along with protocols from many best-selling
Cold Spring Harbor Laboratory Press manuals, such as Cells and Antibodies, as well as protocols from
Cold Spring Harbor’s renowned on-site courses. In addition, you will discover new curting-
edge protocols submirted by and commissioned from laboratories worldwide. A peer-reviewed
online journal, Cold Spring Harbor Protocels is indexed in PubMed and updated monthly.
We invite your institution to start a free trial for a hands-on review of Cold Spring Harbor Protocols.
To start your online trial, simply visit www.cshprotocols.org and follow the link to request an online
trial. Or email us at cshpress@cshl.edu and we will contact your institution’s librarian to arrange free
trial access.

Please take the time to review Cold Spring Harbor Protocols. We are confident you and your

researchers will find it to be an essental resource.

Cold Spring Harbor Protocols—Manuals and More Online.
www.cshprotocols.org

To order or request additional information, please visit our website or:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)

FAX: 516-422-4097 E-mail: cshpress@cshl.edu Y
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924
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Miner™ Small RNA-5Seq Library Preparation Kits provide an improved process

g second-generation sequencing libraries from the entire small-RNA
riptome. The unique enzymatic process* dramatically reduces adaptor dimers that

/ 1s¢ high background in conventional small-RNA library preparations.

Produce libraries in 1 day from small RNAs such as miRNA and, optionally, small

capped RNA.

'« Enable directional sequencing of the library.

= Start with total RNA (1-5 pg) or size-selected RNA (100 pg).

« Obtain more comprehensive capture and sequencing of small RNAs, through an

optimized ligation process.

Kits for preparing singleplex (nonbarcoded) or multiplex (barcoded) libraries are available.
ateri md’lm

summary of sequencing data from ScriptMiner™ libraries.

BriiR, Brain Reference RNA.
RNA Reads Passing | Reads Aligned %
Sample | Kit Format Filter tohgl9 Aligned
BrRR singleplex 17,272,948 16,823,979 97.40
BrRR Multiplex 1,384,314 1,380,799 99.75
Hela Multiplex 1,560,105 1,555406 99.70

Standard procedure ScriptMiner™ procedure

Z2mer RNA UHRR BrRR 22mer RNA UHRR BrRR

O mol total total Olige {pmel total total

.LLM\M&\? ma n & S PP PP

t-linl

40- e Sn S Ba S

I
=miRNA
=adaptor

tional procedure or the ScriptMiner procedure. Samples were examined by denaturing
12 cycles of PCR. UHRR, Universal Human Referance RMA; BrfR, Brain Reference RNA.

."eq" mRNA Library Preparation Kits EP’CE"TRE'

ilable. For more information, visit:

.EpiBio.com/rnaseq L BEOIECHHDIDQIES

wiwrw. EpiBio.com « 300-284-8474 « epicentral blogspot.com

legal for traclemark, patent, and licensing infarmatian. GROAT 0172011



CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

Associate Research Scientist
Yale University

The W.M., Keck Biotechnology Resource Laboratory at Yale University amnd
the Geneties Department at Yale University are each seeking a highly
motivated molecular biologist, willing to work in a centralized core facility
that carmies out microarray analyses using multiple platforms. The swccessful
candidates must have a strong background in molecular biclogy and will
aversee the operation of Ilemina and Affymetrix microareay facility including
expression and genotyping analyses, technology development and providing &
high level of assistance with the design and interpretation of microarmay
analyses. The ideal candidates will have Ph.D. degree in Molecular Biology
with at least two years of postdoctoral experience in microarray fechnology,
Candidates must possess excellent interpersonal and communication skills,

The candidates will hold a Research Faculty position. Review of the
applications will begin on December 1, 2010 and continue until the positions
are filled. Please submit curriculum vitae, a description of research interesis
and three leners of reference to:

Shrikant Mane, Director, Yale Center for Genome Analysis
Yale University School of Medicine
Department of Genetics
PO B 208005
Mew Haven, Ct,, 06520-8005
Telephone: (203) 737-3058

Yale University is an Egual Opportitv/dffirmative Action emplover who
values diversity in its faculty, studerts and staff, and especially encourages
applications from women and underrepresented minovity sclivolars,

March 16-20, 2011

Vancouver Convention Centre
Vancouver, BC Canada

Postdoctoral Fellow
City of Hope

Cily of Hopi is an innovalive biomedical research, inealment and educational
institution, dedicated to the prevention and cure of cancer and other life-
threatening diseases, and guided by 8 compassionate patient-centarad
philcaophy.

A Postdoctoral Fellow position is available in the Laboratory of Dr. Dustin
Schones at the City of Hope. The laboratory focuses on the development and
applicaton of computational and genomic approaches ta the study of gene
regulation. We are especially interested in applying these technigues to the
investigation of the role of chromatin in regulatory events across the genoms.
The group is currently focusing on computational analysis of high-throughput
gencmic and eplgenamic data in model organisms and human hematopaletic
slem cells. Successiul candidates will undertake prajects related to
camputatienal bialogy, bisinfarmaties, functional genemics, epigenomics and
gene regulatory natworks.

Candidates must have the desire and ability to work collaboratively as part of a
team. ldeal candidates must have a Ph.D. degree in a related fizld (Biology,
Computer Science, Mathematics or Physical Sciences), excallent
communication skills and sirong programming skills, Proficiency in Python,
Ruby or Perl, C or C++ as well a5 R is desired,

.or send resume directly 1o andypowell@@eoh org
Reference job i.d. 52071

City of Hope, an equal opportunity employer, is located just east of Pasadena
in Southern California, A competitve salary and benefits package will be
provided

www. cityofhope.org

American College of Medical Genefics

Medical Genetics: Translating Genes Into Health®

genetics and its integration into healthcare,

The ACMG meeting is THE educational and networking event for all healthcare and s
public health professionals with an interest in the rapidly evalving field of medical @ American College of Medical Genetics

Visit www.ACMGmeeting.net for detailed programming and speaker information,
Registration, housing and online Abstract submission open in October 2010,

Plan NOW to attend the 2011 ACMG Annual Clinical Genetics Meeting in Vancouver, British Columbia, Canada!

sponsored and acoredited by the

L N L =

in conjunction weith the 42rd Annual March
of Dimees Clinical Senetics Conference: New
Understandengs of Connective Tissue Disease

march5 of dimes
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CONFERENCES ¢ PRICELESS INTERACTION a0
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Genomic Instability and DNA Repair
Scientific Organizers: Junjie Chen, Karlene A. Cimprich and Michael B. Yafte
January 30-February 4, 2011
Keystone Resort « Keystone, Colorado # LISA
Keynote Speakers: David M. Livingston, Dana-Farber Cancer Institute, USA
“Genomic Instability and Breast Cancer”
Stephen ). Elledge, Harvard-Partners Center for Genetics and Genomics, LISA
“The DNA Damage Response: Making it Safe to Play with Knives”
www.keystonesymposia.org/11B4

Evolutionary Developmental Biology
Scientific Organizers: Sean B. Carroll, Trisha Wittkopp and Nicole King
February 27-March 3, 2011
Granlibakken Resort » Tahoe City, California « USA
Keynote Speaker: Neil Shubin, University of Chicago, USA

“Fossils, Genes and the Fvolution of the Vertebrate Limb”
www.keystonesymposia.org/11C1

Environmental Genomics and Disease Susceptibility
Scientific Organizers: Randy L. Jirtle, Moshe Szyf and Frederick L. Tyson
March 27-April 1, 2011
Grove Park Inn Resort & Spa « Asheville, North Carolina « USA
Keynote Speaker: Matt Ridley, Blagdon Seaton Burn, UK

“Nalure via Nurture”

www.keystonesymposia.org/11D3

Additional Meetings
of Interest: .
Changing Landscape of the Cancer Genome
Genetics, Immunology i Scientific Organizers: Lynda Chin, Christoph Lengauer and Michael Stratton
and Repair in Multiple Sclerosis 20-25. 2011
February 15-20, 2011 June 20-25, _
Taos, New Mexico, USA Boston Park Plaza Hotel & Towers * Boston, Massachusetts = LI5A
wwwkeystonesymposia.org/1186 Keynote Speaker: Tom Hudson, Ontario Institute for Cancer Research, Canada

DNA Replication and “Large-5cale Cancer Genomics”

Recombination www.keystonesymposia.org/11F3

February 27-March 1, 2011

Keystone, Coloradn, LISA

wiwhy keystonesymposia.ong11C2

For the most up-lo-dale informalion on these and mare than 50 other conferences in 2011,

Omics Meets Cell Biology please visil www. keyslonesymposia.org/207 Tmeelings.

May 8-13, 2011
Alphach, Austria

waww keystonesymposia.org/11E1 K EY STO N E m SYM POS I A..

on Molecular and Cellular Biology

Accelerating Life Science Discovery

www. keystonesymposia.org * 1.800.253.0685 = 1.970.262.1230
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