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INntroducing the

Easy workflow. Easy data analysis. Easy access to
next-gen sequencing. The lllumina® Genome Analyzery,
delivers proven lllumina technology and industry-leading
data quality at an affordable cost.

* Up to 40 Gb of output per run with 2 x 150 bp reads
enables an expansive range of applications—including
targeted resequencing, RNA-Seq, ChiFP-5eq, and
small- to medium-sized genome resequencing

simplest next-gen sequencing workflow

-

Easy-to-us sample prep kits and simplified data analysis

Flexibility to upgrade to Genome Analyzer, performance
as your research needs expand

Learn more at

lumina’



INtroducing

Redefining the trajectory
of sequencing.

What if you could:

« Sequence a normal and a cancer human genome

at 30x coverage?
= Perform gene exprassion profiling on 200 samples?

= Sequence a genome an one flow cell and its epigenome
and transcriptome on the other flow cell?

Each in a single run?

Mow you can with HiSeq 2000. It's a new standard in
output, user experience, and cost-effectiveness.

Sequence on a scale never before possible.

Learn more at

llumina
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Can you see
SOLiD" 4

SYSTEM SEQUENCING

r a food safety outbreak?

Introducing the new, more accurate, higher throughput SOLIiD™ 4 System.

MNext-generation sequencing [NGS] just leaped to genomic analysis to an unprecedented pace.
the next levelin accuracy. The SOLID™ & System Plus, new paired-end library options enable
leverages advanced informatics and optimized detection of novel splice vagiatieran dfusion

reagents to enable scientists to obtain the highest transcripts with les sing the SOLID™
accuracy of any NGS system. With throughputs 4 System, your LafRill  the . etkct more
of 100 GB per run and workflow automation, variation andyep end le _. g ]l' g it.
the SOLID" 4 System accelerates your large-scale Take a logh'e 4 System

For more information, visit us at www.appliedbiosystems.con

For Reszarch Lse Unly. Mot for use in diagnostic procedwees, <€ 2010 Uil Techrologies Comorztion AR rights resenved. Trademarks of Lie fechnologies Comoration and its zffilialzd companies, KL other trademanc are the sole popery
of Sei sespectve owners, Printed i the UEA 057010 Publication 013063 (1530



NOELIER adaptability

| enable next generation sequencing

Mext generation sequencing facilities must have the ability to adapt to change. Constantly evolving
protocols, workflows, processes, requirements, and instruments all contribute to the need for a
flexible and extendible, software platform for next generation sequencing. Geneus accommodates
new technologies and instruments, manages constant change, and enables configuration changes on
the fly. Built to adapt while ensuring sample traceability, Geneus is a long-term solution. A best-in-class
LIMS solution can help you operate a world-class sequencing facility and adapt to change.

| enable next gen

A GLS A Business Case for Purchasing a LIMS and Data Management
L) System to Enable Next Generation Sequencing Research

GenolLogics M Download this paper now at: www. .com/BusinessCase



Use this? You need this!
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Request a Free Trial for Your Institution.

If you have a copy of Melecular Cloning on your shelf, you will certainly want to visit CSH Protocols
online for the latest laboratory techniques.

CSH Protocols is a response to requests from scientists for authoritative information about techniques
with a broad editorial scope, delivered through a state-of-the-art online interface. At the site, you will
find methods from Molecular Cloning along with protocols from many best-selling Cold Spring
Harbor Laboratory Press manuals, such as Cells and Antibodies, as well as protocols from Cold Spring
Harbor’s renowned on-site courses. In addition, you will discover new cutting-edge protocols
submitted by and commissioned from laboratories worldwide. A peer-reviewed online journal,
CSH Protocols is indexed in PubMed and updated monthly.

We invite your institution to start a free trial for a hands-on review of CSH Protocols. To start your
online trial, simply visit www.cshprotocols.org and follow the link to request an online trial. Or email
us at cshpress@cshl.edu and we will contact your institution’s librarian to arrange free trial access.

Please take the time to review CSH Protocols. We are confident you and your researchers will find it

to be an essential resource.

CSH Protocols—Manuals and More Online.
www.cshprotocols.org

To order or request additional information, please visit our website or:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)

FAX: 516-422-4097 E-mail: cshpress@cshl.edu Y
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924




Cold Spring Harbor
Perspectives in Biology

The Authoritative View

CSH

PERSPECTIVES

‘booad’
NEW!

www.cshperspectives.org

A New Type of Review Journal

old Spring Harbor Laboratory Press announces the launch of a new monthly online publication, Cold Spring

Harbor Perspectives in Biology. Spanning the complete spectrum of the molecular life sciences, the journal

offers article collections that comprehensively survey topics in molecular, cell, and developmental biology,

genetics, neuroscience, immunology, cancer biology, and molecular pathology. Written by leading researchers

and commissioned by an eminent board of editors, subject collections grow with every issue of the journal.

Cold Spring Harbor Perspectives in Biology is thus unmatched in its depth of coverage and represents an essential
source for informed surveys and critical discussion of advances in emerging areas of biology.

Scope: Molecular Biology, Cell Biology, Developmental Biology, Genetics, Immunology, Neurobiology

Monthly, online

ISSN: 1943-0264

Subject Coverage
Angiogenesis
Antigen Processing
Apoprosis

Auxin Signaling
Axonal Guidance

The Biology of Cardiovascular

Disease
The Biology of Schizophrenia
Calcium Signaling
Cell-Cell Junctions
Cilia and Flagella
The Cytoskeleton
DNA Damage and Repair

Call:
FAX:

1-800-843-4388 (Continental US and Canada)
516-422-4097

Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924

The Exrracellular Matrix
The Endoplasmic Reticulum

The Evolution of Gene
MNerworks

Generation and Interpretation
of Morphogen Gradients

Germ Cells

The Golgi Apparatus
Growth Facror Receprors
Immune Cell Signaling
Immune Tolerance

Lipid Cell Biology
Lymphocyte Cell Biology
Mammary Gland Biology

516-42:
E-mail: cshpres

Mechanorransducrion

Membrane Fusion and
Exocyrosis

Mirochondria

Mirosis

Molecular Motors

Muscle Cell Biology

The MNF-kB Family

Muclear Hormone Receprors
The Nucleus

The Origin of Life

The p53 Family

Prions

shl.edu

2-4100 (All other locations)

Prokaryote Cell Biology

Protein Homeostasis

Recepror Tyrosine Kinases

Recombination Mechanisms

Regeneration

RMNA Worlds

Sex Deetermination

Symmerry Breaking in
Biology

Synapses

Transcriprional Regulation

Wnr Signaling

The ¥ Chromosome




When you need to
search for scientific
equipment and
supplies use the NET!
BioSupplyNet.com

Fi
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Stop wasting time comparing prices . . .

Introducing the JLNNRIET IR T

feature. Contact multiple companies with

just one email and watch the price quotes

come directly to you.

SAVE TIME . . .
SAVE MONEY with
www.BioSupplyNet.com

A division of Cold Spring Harbor Laboratory Press @



See Beyond GWAS...

Uncover the Missing Heritability

See beyond current GWAS to the next generation of genomics. Technologies
from Roche NimbleGen give you the power to see deeper and uncover genomic
information beyond common SNP data to detect potential causative genetic
mutations of diseases.

Look beyond GWAS to find what you’ve been missing
® Comprehensively detect common & rare copy number changes
MimbleGen Human CGH/CNY Arrays: Maore content, more CNV calls
W ldentify potential causative mutations in the exome & disease relevant regions

MimbleGen Sequence Capture: Better capture, better coverage

Discover next-generation GWAS at www.nimblegen.com/NextGenGWAS

iy
== Himlllaﬁun Roche NimbleGen, Inc. H[IGhB
Madison, WI USA

For life science research only.
Mot for use in diagnostic procedures,

MIMBLEGEM ard SEQCAP are trademarks of Rochie,
£ 7070 Roche MimbleGen, Inc. All nghts resered,



CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

PoSTDOCTORAL POSITIONS

Multiple postdoctoral positions are available in the Human Genetics and
Genomics Program at the University of Missouri-Kansas City School of Medicine.
This growing program, established and led by Prof. Hong-Wen Deng,
encompasses all relevant research fields related to identifying and
characterizing genes and their functional contribution to complex human
disorders, with a focus on osteoporosis and related health problems. Applicants
must have a Ph.D. and/or a M.D. degree. Background and prior experience in
human genetics and/or bone biology is desirable. Interested candidates should
apply online at our website www.umkc.edu/hr/jobsearch. Please make sure to
include a research statement, curricula vitae and at least 3 references. This
information should be submitted into one PDF or Microsoft Word document.

Position 1 (Molecular/Cellular Bone Biology): The successful candidate will
participate in molecular bone biology research projects aimed to identify novel
mechanisms of gene regulation for bone formation. Major responsibilities will
include performing in vitro and in vivo experiments, such as cell culture, DNA
manipulation, Western blot, gPCR, IHC, IF, EMSA. ChIP, genotyping and
characterizing knockout and transgenic mice, and analyzing research data.
Experience in advanced molecular and cellular biology and genetic mouse
models is a plus.

Position 2 (Statistical Genetics and Bioinformatics): The successful candidate
will involve in data analysis and method development for genome-wide
association studies using genomic and sequence data, data modeling and
analysis for epigenomic studies, and integrative analysis of genetic variation at
multiple biological levels. Applicants must have background in statistical
genetics, bioinformatics, or related areas.

Position 3 (Functional Genomics and Proteomics): The successful candidate
will participate in functional genomics and/or proteomics research projects for
osteoporosis and related diseases (e.g., genome-wide gene expression analyses
using microarrays and proteomics analyses using liquid chromatography and
mass spectrometry, etc).

Position 4 (Epigenetics and Epigenomics): The successful candidate will
involve in developing and executing research projects related to identification
and characterization of epigenetic / epigenomic factors associated with
osteoporosis and related diseases. Prior experience in chromatin
immunoprecipitaion (ChlP) and/or related techniques (e.g., ChIP-chip, ChlP-seq,
reporter assay, etc) is necessary.

Position 5 (Genetic Epidemiology): The successful candidate will participate in
genetic epidemiological research projects for osteoporosis and related diseases
(e.g., candidate gene and/or genome-wide association studies, DNA re-
sequencing studies, nutrigenetic or nutrigenomic studies, etc).
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