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INntroducing the

Easy workflow. Easy data analysis. Easy access to
next-gen sequencing. The lllumina® Genome Analyzery,
delivers proven lllumina technology and industry-leading
data quality at an affordable cost.

* Up to 40 Gb of output per run with 2 x 150 bp reads
enables an expansive range of applications—including
targeted resequencing, RNA-Seq, ChiFP-5eq, and
small- to medium-sized genome resequencing

simplest next-gen sequencing workflow

-

Easy-to-us sample prep kits and simplified data analysis

Flexibility to upgrade to Genome Analyzer, performance
as your research needs expand

Learn more at

lumina’



INntroducing

Redefining the trajectory
of sequencing.

What if you could:

« Sequence a normal and a cancer human genome

at 30x coverage?
= Perform gene exprassion profiling on 200 samples?

= Sequence a genome on one flow cell and its epigenome
and transcriptome on the other flow cell?

Each in a single run?

Mow you can with HiSeq 2000. It's a new standard in
output, user experience, and cost-effectiveness.

Sequence on a scale never before possible.

Learn more at

llumina



You know genomics is the future of medicine.
Do you have the right partner to take you there?

Genomic discoveries are transforming medicine.
But what is the best combination of technologies to help meet your research objectives?

With Life Technologies as your partner, you get more than just a supplier, you get a dedicated guide.
For over 25 years, we 've developed high-quality, high-accuracy solutions for sequencing, genotyping
and expression. Because setting industry standards in genomic research is our mission—and yours.

Visit LifeTechnologies.com/cancer

‘ ﬂ
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Sequencer-Ready Libraries

in Less than 2 Hours... l
b

9% Total Nucleotides Reference .
Botel iench Identified Sequence Length i isnpe Rens

Plasmid 1 10,657 19.7 Kb 151.38 93.74
Soy (W82) 572,162 99.90 973 Mb “ 87.64

Visit our blog at: epicentral.blogspot.com/search/label/nextera

EPICENTRE’
Biotechnologies



Mutation Discovery | Genotyping | Gene Expression

Gel.lhere Faster:
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sse[) 35414

s3[nsay paysiiand

Reach your scientific destinations faster with the most
accurate Hi-Res Melting® systems on the market.

sE@alsAE ROTE

Qur LightScanner systems will take your lab to the next level of
high-sensitive mutation screening and genotyping. As the pioneers
of both rapid real-time PCR and Hi-Res Melting, |daho Technology is

the only company that offers a complete system capable of superior
performance at an affordable price.

| LightScanner Express >>> Arrivals |

RAPIDLY GENERATE HIGH GUALITY GEME EXPRESSION DATA.

SPECIALIZED FOR T/ HOMOZYGOTE SMALL AMPLICON GENOTYPIMG.
GEMOTYPE SAMPLES WITH GREATER SFECIFICITS THAN
HYDROLYSIS PROBE GENOTHPING AT A FRACTION OF THE COST.

Proven technology and exceptional customer support
from the inventors of rapid PCR, the LightCycler®, and Hi-Res Melting.

Idaho
Technology
In-{-“" Salt Lake City, Utah, USA | 1-800-735-6544 | www.idahotech.com
Inngvation Ampified

Get on board at www.hiresmelting.com




Cold Spring Harbor
Perspectives in Biology

The Authoritative View

CSH

PERSPECTIVES

‘booad’
NEW!

www.cshperspectives.org

A New Type of Review Journal

old Spring Harbor Laboratory Press announces the launch of a new monthly online publication, Cold Spring

Harbor Perspectives in Biology. Spanning the complete spectrum of the molecular life sciences, the journal

offers article collections that comprehensively survey topics in molecular, cell, and developmental biology,

genetics, neuroscience, immunology, cancer biology, and molecular pathology. Written by leading researchers

and commissioned by an eminent board of editors, subject collections grow with every issue of the journal.

Cold Spring Harbor Perspectives in Biology is thus unmatched in its depth of coverage and represents an essential
source for informed surveys and critical discussion of advances in emerging areas of biology.

Scope: Molecular Biology, Cell Biology, Developmental Biology, Genetics, Immunology, Neurobiology

Monthly, online

ISSN: 1943-0264

Subject Coverage
Angiogenesis
Antigen Processing
Apoprosis

Auxin Signaling
Axonal Guidance

The Biology of Cardiovascular

Disease
The Biology of Schizophrenia
Calcium Signaling
Cell-Cell Junctions
Cilia and Flagella
The Cytoskeleton
DNA Damage and Repair

Call:
FAX:

1-800-843-4388 (Continental US and Canada)
516-422-4097

Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924

The Exrracellular Matrix
The Endoplasmic Reticulum

The Evolution of Gene
MNerworks

Generation and Interpretation
of Morphogen Gradients

Germ Cells

The Golgi Apparatus
Growth Facror Receprors
Immune Cell Signaling
Immune Tolerance

Lipid Cell Biology
Lymphocyte Cell Biology
Mammary Gland Biology

516-42:
E-mail: cshpres

Mechanorransducrion

Membrane Fusion and
Exocyrosis

Mirochondria

Mirosis

Molecular Motors

Muscle Cell Biology

The MNF-kB Family

Muclear Hormone Receprors
The Nucleus

The Origin of Life

The p53 Family

Prions

shl.edu

2-4100 (All other locations)

Prokaryote Cell Biology

Protein Homeostasis

Recepror Tyrosine Kinases

Recombination Mechanisms

Regeneration

RMNA Worlds

Sex Deetermination

Symmerry Breaking in
Biology

Synapses

Transcriprional Regulation

Wnr Signaling

The ¥ Chromosome




WWW.454.com

GS Junior Sequencing System

Big

The NextVThing in Sequencing

Counls

B EEEE 2

Figure 1: Example Read Length Distribution of
100,000 reads from E. coli K-12 (genome size
approximately 4.5 Mb), from a single GS Junior
System run,

For life science research only.
Not for use in diagnostic procedures.

454

SEQUENCING

454, 454 SEQUENCING, GS JUNIOHF, and G5 FLX are rademarks of Roche.
#2010 Rocha Diagnastics. All ights resensad

1s small.

Bring the power, performance, speed, and long reads of the
G5 FLX Titanium chemistry to your benchtop with the newest
addition to the Roche genome sequencing portfolio — the

GS Junior Sequencing System.

¥ Make the most of your sequencing projects with our
400- to 500-base-pair read lengths (Figure 1).

= Benefit from established technology that has enabled
hundreds of peer-reviewed publications.

® Accelerate your next discovery using the system's
comprehensive suite of dedicated data analysis software.

For complete information on the G5 Junior System and all
of the Roche sequencing solutions, visit www.454.com or
contact your local Roche representative today.

Roche Diagnostics Corporation

Roche Applied Science
Indianapolis, Indiana



When you need to search
for scientific equipment
and supplies use the NET!

Stierig,

|||||||

_____

Introducing the EERINRET R ELTTE|

feature. Contact multiple companies with

S

just one email and watch the price quotes

come directly to you.

SAVE TIME . . . SAVE MONEY
with www.BioSupplyNet.com

A division of Cald Spring Harbor Laboratory Press @



I At the Helm

LEADING YOUR LABORATORY

Second Edition

By Kathy Barker, Seattle, Washington

Since 2002, the first edition of this best-selling book has helped thousands of newly appointed
principal investigators successfully transition to running their own labs. But changes in technology
continue to transform the way science is done, ;If'l:r-.:ring ways in which labs communicate and
collaborate, organize dara and supplies, and keep current on the latest developments. The culture of
science has also evolved, as more scientists explore non-academic career paths, seek new ways to
communicate information and ideas, and acquire skills and knowledge ourside of their field. In
the second edition of this book, Kathy Barker has substantially revised the text, oftering Pls
advice on adapting to the changes and challenges thar the years have brought. New topics include
collaboration contracts, performance evaluations, communicating with non-scientists, tips for
succeeding on the tenure track, and professional development. With this book as a guide, any new or aspiring Pl will be
well-equipped to manage personnel, time, and institutional responsibilities with confidence.

About the author: Kathy Barker received her B.A. in Biology and English, and her M.A, and Ph.D. in Microbiology,
from wvarious branches of the Universicy of Massachusetts. She did her postdoctoral work in the laboratory of Viral Oncology
ar Rockefeller University and was an Assistant Professor in the Laboratory of Cell Physiology and Immunology ar Rockefeller
University. She is now based in Seattle, where she writes and gives worlishops on various aspects of running a lab,

2010, 372 pp., illus., index

Hardcover %59 ISBN 978-087969866-9
CONTENTS
Preface STARTING AND KEEPING NEW Learning through Conflice
Preface to the Firse Edition LAB MEMBERS Stress and Depression in Lab Members
Acknowledgments Gerting Off 1o a Good Start Resources
KNOW WHAT YOU WANT E“"”i"h' Lab Personnel DEALING WITH A GROUP
The Lab %Where Everyone Wants o Be R "nm_l_n_} Allz Lab Morale
Starr in the Righr Place eronreEs Lab Romances
Plan the Lab You “Want MAKE RESEARCH THE FOUNDATION Maintaining Personnel Equilibrinm
Starr Building Relarionships Serring the Course “I Should Have Done It Sooner!™
Resources Morivarion Violence in the Workplace
YOU AS A LEADER ']':I-"rilin.l:t Tf‘apcrs Resonroes
| "Was Trained to Do Everything Bur Run a Lab! - FOR THE LONG RUN
Stop Puming Our Fires! ORCGANIZING THE LAB TO SUPPORT As Your Job (-.:ll.ijlllt.\...
Using Your Time THE RESEARCH Maintaining Enthusiasm
Working with an Administrative Assistant Building a Lab Culure Career Choices
Be Proactive in Finding a Mentor Lab Policies Having 1t All
Resources Meerings and Seminars Resonrces
CHOOSE YOUR PEOPLE Using Computers to Organize the Lab Index
o Y Resources
Choose Your People
The Hiring Process COMMUNICATION AS THE GLUE
The Effective Interview Communication with Your Lab
Evaluaring Candidares The Pleasures and Perils of Diversicy h"
RE“-DLI[{CS GCI'IL‘L"[ |._ Sf“l an I‘-':l.ll." www— Cs Pressnr Com

To order or request additional information, please visit our website or:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)
Fax: 516-422-4097 E-mail: cshpress@cshl.edu

Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY




See Beyond GWAS...

Uncover the Missing Heritability

See beyond current GWAS to the next generation of genomics. Technologies
from Roche NimbleGen give you the power to see deeper and uncover genomic
information beyond common SNP data to detect potential causative genetic
mutations of diseases.

Look beyond GWAS to find what you’ve been missing
® Comprehensively detect common & rare copy number changes
MimbleGen Human CGH/CNY Arrays: Maore content, more CNV calls
W ldentify potential causative mutations in the exome & disease relevant regions

MimbleGen Sequence Capture: Better capture, better coverage

Discover next-generation GWAS at www.nimblegen.com/NextGenGWAS

iy
== Himlllaﬁun Roche NimbleGen, Inc. H[IGhB
Madison, WI USA

For life science research only.
Mot for use in diagnostic procedures,

MIMBLEGEM ard SEQCAP are trademarks of Rochie,
£ 7070 Roche MimbleGen, Inc. All nghts resered,



CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

Postdoctoral position in computational biology to develop
algorithms to study transcriptional regulation and epigenctics at
Harvard University, MA, USA

Description:

The Mange lab invites applications for a 2-3 vear postdoctoral position in the
Department of Molecular and Cellular Biology at Harvard University, This
position will focus on developing computational statistical algorithms and
analyses to stady transcriptional‘epigenetic regulation in pluripotent and
differentiating cells. We combine wet bench approaches with computational
biology, in collaboration with the lab of X, Shirley Liu (Biostatistics and
Computational Department of Dana Farber Cancer Institute/Harvard School
of Public Health), to probe how the gut is made in developing embryos and
how environmental cues modity those developmental processes. The fellow
will spend half hisher time in the Mango lab and half in the Liu lab.

Mango Lab
hitpe/fweww 2 Jsdiv harvard.edu/mango_lab/

Liu Lab
hitp:/linlab.d e harvard edu?

Interested applicants should submit & letter of interest with a one-page
proposal for a possible project, CV, and three relerences (o Susan Mango:
smange at meb.harvard.edu,

Requirements:

Ideally, the applicant should have:

A. a Phid degree in a related field {physical sciences or biology)

B. strong programming skills: ({Python | Perl) & (C | C4++ | Java) & R)

C. strong quantitative background (machine learning, Bayesian inference,
ete.) or computational genomics experiences (DMNA sequence analysis,
microarray analysis, etc,)

[2. at least two first-author papers in their previows area of research (not
necessarily computational biology)

Harvard 15 an Affirmative Action/Equal Opportunity Emplover. Applications
from women and minonty candidates are strongly encouraged.

Gl

ECOLE POLYTECHNIQLE
FEDERALE DE LAUSANME

Tenure-track Assistant Professorships in

Statistical Genetics and Bioinformatics
at Ecole Polviechnique Fédérale de Lansanne (EPFL)

Uhe Faculty of Lide Science (hirpdsvepdlehy of the Swes Federal lnstitute of Techacdogy
Lensanne (EPFL) seeks @ temure irack Asslstant Frefesser i the Deld of Simistical Genelicos
sl Bianlormatics

The open frcully position is offered in an environment of tramslational biomedizal research. rich
For secking dewper wnderstanding of inlegratmve (pathed physiclogizal mechani=ms contributing
1 the devekopment of compilex disgisess, wil imatz goal the devekapment of nevel preven-
tive and therapeatio spproaches. The Faculiy ¢ e Saiwnoes has recently opened the Center of
PhenoOenomics, n sdole-of-the-art platform (hat combines the capacily to penernle s anatyre
miiise mesdels off disesss moa high threaghpul Pashien. The Faculty of Life Seences Tarthermon:
Fosters anlersctions with other redevant domaiss of the EPFL, such as the Faculiy of Hasie
Sgienoes (muthemalics., statisticsh and of Information and Commanization Technologies. In
it

chiae hes exmd with relevamt dhinseal departments al the Centre Hespatalier Univer-
sitmire Waudobs (CHUV L with the Feeuly of Biology and Sledicine of the Usiversity of
Lemsanne, and with the Soiss Instilute of Bicinformtics.

The camhidate shiuld be trned in statsiseal genctic and i Boanfermaties, Slls i clineal
genetios i applied 10 mowse o human disease models, biomedical informatics, and databases
programming would ks plus,

Heshe s expected 1o develop an independent and ereative research prog ram that will improve
the annlysis of large dala sets derived from clinical, geretic. genomio, proteomic, and phenomic
smnlyses of penetically engimeered mowse models, of mowse genstic referencs popalations, and
of hwman popalaions. Sucessslul candidatzs will participate m undergraduss and graduats

lzaching.
While the Facully scanch will be angaing, we will begin considarmg spplaations i Seplombser D00,
Applications shoukd be uploaded o hrepa! blsstatsearchoepfleh

Inquiries andd questions sy be addressed to:
Professor Joban Auwers
Bidvsind, searchaepilch

For sditional information on the School of Lile Sciences and EPFL. plesse consult
et prttsvoepflch amd httpriwwwoepfloch, respeatively.

EPFL & commified to expanding the ranks of women on s faculty, snd qualified women are
stromgly encouraged lo apply.

Postdoctoral Positions at Cold Spring Harbor Laboratory

Cold Spring Harbor Laboratory is a world-renowned research and educational institution recognized internationally for its
excellence in ground-breaking research and educational activities. We invite highly motivated individuals to visit our website at
www.cshl.edu to review and apply for current postdoctoral opportunities in the following areas.

Cancer Research: Members of the CSHL Cancer Center are involved in studies focused on cancer genomics, signal
transduction, mouse models, gene expression, cell praliferation and tumar biology.

Neuroscience: The primary focus of the CSHL Neuroscience program is neural circuits and how disruption of these circuits leads
to disorders including autism and schizophrenia. Research is being carried out at the genatic. molecular, developmental,

systems, behavioral and computational levels.

Plant Biology: The CSHL Plant Biology program focuses primarily on development, stem cells, morphogenesis, plant genomics

and epigenstics.

Genomics and Biginformatics: The CSHL Genomics program uses state-of-the-art technologies including high-throughput
sequencing, copy number variation analysis and transcriptome analysis. Efforts are ongoing to understand genomic variation
associated with several human diseases as well as elucidating and characterizing new functional outputs of the genome.

Quantitative Biology: The CSHL Center for Quantitative Biology is comprised of scientists in the fields of physics, computer
science, engineering, statistics and applied mathematics dedicated to applying quantitative methods to studies in human

genetics. genomic, neurcbiclogy, and signal and image processing.

Cold Spring Harbor Laboratory
Human Resourcaes
One Bungtown Road
Cold Spring Harbor, NY 11724
Website: www.cshl.edu

Cold Spring Harbor Laboratory is an Equal Opportunily Emplayer.
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Transcription and Chromatin
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Invited Speakers

Shelley Berger
Univarsity of Pennsyhania School
of Madicine, USA

Ren Bing
The Ludwig Institute for Cancar
Resmarch, LISA

Adrian Bird
University of Edinburgh, UK

Brad Cairns
Huntzman Cancer Instiute, LISA

Job Dekker

University of Massachusets
Madical School, USA

Peter Fraser
The Babraham Institute, UK

Hager Gordon
National Cancer Instilute, LISA

Joost Gribnau
Erasmus MC, Tha Netherlands

Ingrid Grummt
DKFZ, Gesmany

Tony Kouzarides
The Gurdon Institute, LK

John Lis
Comed University, LISA

Jane Mellor
University of Qxford, UK

Hernandez Nouria
University of Lausanne,
Switzarland

Oliver Rando
University of Massachusetts, USA

Dunny Halnharg
Howard Hughes Medical Institule,
UsA

Robert Roeder
The Rockefeber Liniversity, LISA

Ueli Schibler
University of Geneva,
Bwitzarland

Kevin Struhl
Harvard Medical School, LSA

Laszlo Tora
IGEMC, France

Reik Wolf
The Babraham Institute, UK

Jerry Workman
Stowers Institute for Medical
Rusaarch, LISA

Organisers

Winship Herr
University of Lausanne, Switzerland

Jiirg Milller
EMBL Hasidelberg, Germary

Henk Stunnenberg

T Mijrmagen Centra for Molecular
Life Sciences, Tha Matharlands

Jessica Tyler
Unhveralty of Colorado Denwver
Sohool of Medicine, USA

Co-funded by the EMBL Corporate Partnership Programme

www.embl.org

-

28-31 August 2010

EMBL Advanced Training Centre
Heidelberg, Germany

ONLINE REGISTRATION ONLY

www.embl.de/events/2010/TRM10-01
Registration s on a first-come, first-served basis
Short talks will ba selected from the abstracts

Application

and ahatract deadline is 15 June 2010
Registration fees

Acadamia 425 ELWA

Student 375 ELA

Inclustry B50 ELA

EMBL Participants 255 EUA
Contact

European Molecular Biclogy Laboratory

avertsiierniol.de

EMBL




COURSES AND CONFERENCES
| CAMBRIDGE UK

ADVANCED COURSES 2010

Mathematical Models for Infectious Disease
Dynamics

Virus Discovery in the Clinical Setting

Technologies and Applications for Genome
Analysis

Molecular Basis of Bacterial Infection: Basic
& Applied Research Approaches

Functional Genomics and Systems Biology

Molecular Neurology and
Neuropathology

Practical Aspects of Small Molecule Drug
Discovery

Next Generation Sequencing

Human Genome Analysis: Genetic Analysis of
Multifactorial Diseases

Design and Analysis of Genetic-based
Association Studies

WORKSHORPS
Working with the Human Genome Sequence

Proteomics Bioinformatics

OVERSEAS COURSES

WDI"HI'IQ with Fathngen Genomes
Ho Chi Minh City, Vietnam

Genomic Epidamiology of Malaria
Bangkok, Thailand

SCIENTIFIC CONFERENCES 2010
Computational Cell Biology

Therapeutic Applications of Computational
Biology and Chemistry: TACBAC

Perspectives in Clinical Proteomics

Genomic Disorders

The Evolutionary Biology of Caenorhabditis
and Other Nematodes

Genomics of Malaria Epidemiology

EBI-Wellcome Trust Bioinformatics
Summer School

Sub Nuclear Structures and Disease
Systems Biology: Networks
Wellcome Trust School of Human Genomics

16th Meeting of the European Society
for Pigment Cell Research

Signalling to Chromatin
Infectious Disease Genomics & Global Health
Genome Informatics

RMNAP2010 - Structure, function and evolution
of RNA polymerases

Bridging the Gap on Biomedical Genetics

Coursas and conferances are hald at the Wallcome Trust
Genome Campus, Hinkton, Cambridge — home to one of
the world's largest concentrations of expertise in genomics
and biginformatics.

For full details, pleasa visit:
www.wellcome.ac.uk/hinxton

The Wéailcoma Trist s a chatty registarad in England, na, 2 DIES. it sl Trustea s Tha Yeilcoma Test Uimied, a company regishaned in England, no, 2711000, whosa registencd ottoa b at 215

Eusdon Road, Landon W ZBE, LK




e Future of
Genetics

0 Human Biology

//}F, tlar Biology Meeting

T - Vancouver, BC, Canada

,/, th Fungal Genetics Conference

s

March 15 — 20 - Pacific Grove, California

52nd Annual Drosophila Research Conference

March 30 — April 2 + San Diego, California —

18th International C. elegans Meeting Iscouer.
June - Los Angeles, California

MnuseGenetlcs 2011

june 22 — 26 + Washington, D.C. n
]
inform.

\ oAk akinformation: genetics-gsa.org/conferences
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