Why settle for iffy?

Get the proven value of lllumina” microarrays.

Your research is no place to take unnecessary risks. Not when you
can use the proven lllumina microarray platform. Industry-leading
call rates and data quality. Flexible options to give you the right

array for your study. It's value without compromise.

Only from Illumina.

The Real Deal.

Now you can get the proven value of lllumina
technology—at special prices—during the lllumina

Real Deal promotion.
Take advantage of these limited time offers by visiting

www.illumina.com/iffy
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SESSION | Mechanisms of Mutation
Andrew Wilkie

Waatharall Institute of

rclecular Medicine, LIK

Peter Arndt
Max Planck Instituta for

Malecular Genatics, CE
Laurent Duret
Uiniersity of Lyvan, FR
Evan Eichler

University of Washington us

Adam Eyre-Walker

University af Bussax, UK

Kateryna Makova

Penn State University, US

Gil McVean

University of Oxford, UK

SESSION | Disease Genetics
Leena Peltonen

Wedllcome Trust Sanger Institute, UK

Mark Daly

Harvard Medical Schoal, US

Helen Hobbs

Howard Hughes Madical Instituta
at LT Southwestarn, LIS

Rick Lifton

Yale Bchool of Medicine, LIS

Kerstin Lindblad-Toh

sala LUniversity, SE

Broad Institute of MIT and Harvard, LS

Steven McCarroll

Harvard Medical Schoo

Mark McCarthy
Creford Centre for Diabetes
Endacrinology & Matabolism, UK

Mike Stratton

Wellcome Trust Sanger Inatitute, UK

Us

John Trowsdale

Cambridge Institute for Medical Research, UK

" EMBO | EMBL
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EMBO | EMBL Symposium

Human Variation:

Cause and Consequence

20-23 JUNE 2010

HEIDELBERG | GERMANY

Advanced Training Centre

KEYNOTE SPEAKERS
Svante Paabo

Max Planck Institute for
Evaluticnary Anthropalogy, DE

Kari Stefansson

daCO0E genalics, IS

SESSION | Functional Variation
Ewan Birney

European Bicinformatics Institute, LK

Stephan Beck

University College London, LK

Soren Brunak
Univarsity of Danmark, DK

Vivian Cheung

University of Pennaylvania, US

Manolis Dermitzakis

Liniversity of Genava Meadical Schoal, CH

Jorge Ferrer
natitut o’ imvestigacions Biomediqueas
August Pl Sumyar, ES

SESSION | Population Genetics
Gongalo Abecasis

Liniversity of Michigan, US

Carlos D. Bustamante

Carnall Linvarsity, US

Richard Durbin

& Trust Banger Institute, LK

Paul Flicek

Eurcpean Bicinformatics Institute, LK

Wellzom

Noah Rosenberg

University ol Michigan, US

www.embo-embl-symposia.org
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REGISTRATION DEADLIME
15 April 2010

Additional speakers will be

selected from abstracts.
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Can you see -
how they'll 3
be different SOLID" 4
30 years
from now? |

Can higher accuracy reduce the coverage
required to detect SNPs?

Can you reduce the cost and time of validation?

Can you see the mutation earlier?

Can you analyze heterogeneous samples?

Can true paired-end protocols reduce the noise?

Introducing the new, more accurate, higher throughput SOLID" 4 System.

Next-generation sequencing just leaped to the next unprecedented pace. Plus, new paired-end library
level in accuracy. The SOLID™ 4 Systern leverages options enable detection of novel splice variation
advanced informatics and optimized reagents to and fusion transcripts with less input DNA, Using
enable scientist to obtain the highest accuracy of the SOLID™ 4 System, your laboratory will have the
any NGS system. With throughputs of 100 GB per ability to detect more variation and spend less time
run and workflow automation, the S0OLID™ 4 System and money doing it. Take a look at the new S0OLID™ 4
accelerates your large-scale genomic analysis to an System. See what's never been seen before,
For more information, visit us at www.appliedbiosystems.com/solid4

’

Far Research Lse Dnly. Not for wse in dagnostic procedures. £ 010 Life Technalogies Coparstion. All rights resenved. Trademarks of Life Technologies Corporztion and its affili-
tEtthLﬁgiES" aled compmnes, A other acemaris are the sole peopesty of their respectve ovness, Printed in the LISA. 0272010 Pubbcaton COT1259 0210



less Chan 2 howrs

+ 50 g DNA

“er—ready library

N
EPICENTRES revolutionary Nextera”
technology uses in vitro transposition
to prepare sequencer-ready libraries
from genomic DNA for multiple
sequencing platforms. The technology
simultaneously fragments and tags
DNA, in a single-tube reaction.

+ Use nanogram amounts of starting
DNA.

+ Prepare sequencer-ready libraries in
less than 2 hours.

« Incorporate platform-specific tags
and optional barcodes.

« Validated on Roche 454™ GS
FLX and GS FLX Titanium™, and
[llumina Solexa® GAI, GAIL

For more information visit: www.EpiBio.com/nexteral

Nextera is o trademark of EPICENTRE Biotechnologies. 454 and G5 FLX Titanium
are trademarks of Roche, Solexa is o registered trademark of Mhwming, Inc,




Cold Spring Harbor
Perspectives in Biology

The Authoritative View

CSH

PERSPECTIVES

W
NEW!

www.cshperspectives.org

A New Type of Review Journal
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Harbor P{’}'.\'li').n‘.’r'!!.i'ff’.‘l n fi:'.rff.rfiy. Hp:mﬂiﬂg the L.‘HIH[,]EL‘.[‘E spectrum of the molecular life sciences, the journal

offers article collections that comprehensively survey topics in molecular, cell, and developmental biology,

genetics, neuroscience, immunology, cancer biology, and molecular pathology. Written by leading researchers

and commissioned by an eminent board of editors, subject collections grow with every issue of the journal.

Cold Spring Harbor Perspectives in Biology is thus unmarched in its depth of coverage and represents an essennal

source ﬂlr II:I'IF{_!I:'I'E]{Td Hl[!"v'ff}".\ ilr]l'.l L'Ti.l;L'l_{l tlli.\ill_'ljh.‘x'i{!li] (]rill'.'l'v':-'t!'lll,'ﬁ.\ IH'I thTI:[.‘.FEiE'Ig areas Lﬁ!1]!i(?]i}g1.'.

Scope: Molecular Biology, Cell Biology, Developmental Biology, Genetics, Immunology, Neurobiology

Monthly, online

ISSN: 1943-0264

Subject Coverage
Angiogenesis
Antigen Processing
Apoprosis

Auxin Signaling
Axonal Guidance

The Biology of Cardiovascular
[Diseasze

The Biology of Schizophrenia
Calcium Signaling
Cell-Cell Junctions

Cilia and Flagella

The Cyroskeleton
DMNA Damage and Repair

The Exrracellular Martrix
The Endoplasmic Reticulum

The Evolution of Gene
MNerworks

Generation and Interpretation
of Morphogen Gradients

Germ Cells

The Golgi Apparatus
Growth Facror Receprors
Immune Cell Signaling
Immune Tolerance

Lipid Cell Biology
Lymphocyte Cell Biology
Mammary Gland Biology

Mechanotransducrion

Membrane Fusion and
Exocyrosis

Mirochondria

Mirosis

Molecular Motors

Muscle Cell Biology

The MNF-kB Family

Muclear Hormone Receprors
The Nucleus

The Origin of Lite

The p53 Family

Prions

Prokaryote Cell Biology
Protein Homeostasis
Recepror Tyrosine Kinases
Recombination Mechanisms
Regeneration

RMNA Worlds

Sex Determination

Symmerry Breaking in
Biology

Synapses

Transcriprional Regulation
Wnr Signaling

The ¥ Chromosome
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To order or request additional information, ple
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)

FAX: 516-422-4097

E-mail: 1:5|1|:-n.:53'5"-:_'5|1].L'q;lu




Use this? You need this!
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Request a Free Trial for Your Institution.

If you have a copy of Melecular Cloning on your shelf, you will certainly want to visit CSH Protocols
online for the latest laboratory techniques.

CSH Protocols is a response to requests from scientists for authoritative information about techniques
with a broad editorial scope, delivered through a state-of-the-art online interface. At the site, you will
find methods from Molecular Cloning along with protocols from many best-selling Cold Spring
Harbor Laboratory Press manuals, such as Cells and Antibodies, as well as protocols from Cold Spring
Harbor’s renowned on-site courses. In addition, you will discover new cutting-edge protocols
submitted by and commissioned from laboratories worldwide. A peer-reviewed online journal,
CSH Protocols is indexed in PubMed and updated monthly.

We invite your institution to start a free trial for a hands-on review of CSH Protocols. To start your
online trial, simply visit www.cshprotocols.org and follow the link to request an online trial. Or email
us at cshpress@cshl.edu and we will contact your instirution’s librarian to arrange free trial access.
Please take the time to review CSH Protocols. We are confident you and your researchers will find it

to be an essential resource.

CSH Protocols—Manuals and More Online.
www.cshprotocols.org

To order or request additional information, please visit our website or:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)

FAX: 516-422-4097 E-mail: cshpress@cshl.edu
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924




enetics of Complex

Human Diseases

aboratory Manual

Edited h}' Ammar Al-Chalabi, MRC Cenere ﬁ}r J"'u'rﬁf?’r)ﬂ'lfg{’h'{’?’dﬂ!}.u Recearch, Kfrfglr lf.'nftrfgf'
London, and Laura Almasy, Sourhwess Foundation for Biomedical Research, San Antonio, Texas

Man}' human diseases—including Alzheimer’s disease, schizophrenia, cancer, and cardio-
vascular disease—show complex inheritance thar requires sophisticated analysis.
Genetics of Complex Human Diseases: A Laboratory Manual brings together the tools that
geneticists use to find disease genes with the genetic concepts and statistical theories that
underpin these research approaches. Topics covered include basic genetics and Mendelian
inheritance, statistical methods, genetic epidemiology, linkage studies, transmission disequi-
librium test analysis, variance components analysis, g{‘nnlm‘.-widc association studics,

copy-number variation, methods for high-throughput genotyping, the complexity of

EMNA tditing. and genetic computer programs. The bool's n;_'halptrrﬁ. WIITTen h}r ltal{{illg
investigators in the field, blend practical information and reviews of each topic, providing both the how and the why of
u}ln[}icx disease :lnai}-‘ﬁi.l;. (renerics r.f(.';}mptrf:c Human Diseases 1s an important guidc tor anyone with an interest in human

genetics or who uses genetic techniques in the study of diseases with complex inheritance.

2009, 220 pp., illus., index

Hardcover 5158 ISBN 978-087969-882-9
Paperback $95 ISBN 978-087969-883-6
CONTENTS
1. Introducrion 8, Genome-Wide Association Srudies 14, Oncogenomics

Ammnar Al-Chalabi and Lasra Alvasy Animar Al-Chalabi Simon f. Farney, Gunes Guneen, and
2. “Statistics 101°—A Primer for the Genetics 9. Introduction to Linkage Disequilibrium, Nueria Lapez-Bigas

of E,'mnr_.lcx Human Diseases the Haphdap, and Imputation 15, When the Generic Code 1s Nor Enough—

laner Sinsheimer Benjamin M. Neale How Sequence Variarions Can Affecr Pre-

i 1

3. Linkage Analysis of Discrete Trais 10 Meta-Analysis of Genome-Wide ”'_RN':" Splicing and Cause (Complex)

Tupricd B. Borecki and Jobn P Rice Association Studies D'-“"-'"“':_ _ .

Pawl W, de Bakker, Benjamin M. Neale, Brage Storsiein Andvesen and

4. Epidemiclogic Considerations in Complex : s e
Disease Genetics aned Mark | Daly Adrian R. Krainer

Jebn Gallacher 11. Gene—Environment Interaction and 16. I_'“m'-\’:“'-"a"' Methods for High-Throughpu
2 . e Cienotyping
5. Variance Companent Methods for Analysis Common Discase fip iy J‘;- T
Rueh [ F Loos and Nichalas | Warelam Hipward [. Edenberg and Yunlong Lin

of Complex Phenotypes
Latira Alwasy n‘.l.'_fi‘l_l.'lf_;.llr_l.l H."ﬁ.l.l{w'f_: 12, F-.'Irlli'_:u'-B:l.‘-Ed Genetic Association Tests
Eeden B Martin and Evaeiie Rampersand

17. Gene Set Analysis and Nevwork Analysis fon

: it . iy Genome-Wide Associarion Studies
b, Multiple Testing and Power Calculations in

Cienetic Associarion Studics 13, Copy-Mumber Variation and Common
Hon-Cheong 5o and Pak C. Sham Human Diiscases
Dibeeraj Malharra and Jonarban Sebar

et Pedroo and Cerome Breen

Index
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. Introduction 1o Genetic Associaton Studies

Carfrpn M. Lewis ane Jo Kuighe WWW- CSh IprESS. Com

To order or request additional information, please visit our website or:

Call: 1-800-843-4 Continental US and Canada) 516-422-4100 (All other locations)
E-mail: cshpress@cshl.edu
wyside Blvd., Woodbury, NY 11797

Write: Cold Spring Harbor Laboratory Press, 500 ¢
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GS Junior Sequencing System

Big

The Nexthhing in Sequencing

Counls
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Figure 1: Example Read Length Distribution of
100,000 reads from E cofi K-12 (genome size
approximately 4.5 Mb), from a single GS Junior
System run.

For life science research only.
Mot for use in diagnostic procedures.

454

SEQUENCING

454, 454 SEQUENCING, G5 JUNIOH, and G5 FLX are rademarks of Hoche.

2010 Rocha Diagnastics. All ights resensad

1s small.

Bring the power, performance, speed, and long reads of the
S FLX Titanium chemistry to vour benchtop with the newest
addition to the Roche genome sequencing portfolio — the

GS Junior Sequencing System.

¥ Make the most of your sequencing projects with our
400- to 500-base-pair read lengths (Figure 1).

® Benefit from established technology that has enabled
hundreds of peer-reviewed publications.

® Accelerate your next discovery using the system’s
comprehensive suite of dedicated data analysis software.

For complete information on the G5 Junior System and all
of the Roche sequencing solutions, visil www.454.com or
contact your local Roche representative today.

Roche Diagnostics Corporation

Roche Applied Science
Indianapaolis, Indiana
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The 11" International Conference on Systems Biology 2010
continues it's annual series in the Famous historic city of €dinburgh, Scotland

[l wama

The ICSB serves as the main meeting for The International Society for Systems Biology (ISSB) who aim to help

coordinate researchers
systems biology research.

Join us for the latest advances in systems biology

Find out the new discoverias in pathways, informatics and computing

Don't miss out on the cutting edge science!

ST

to form alliances for meeting the unigue needs of multidisciplinary and international

-]

=._J""'"'._}L._.I!Il

Irnportont_ Informotlon for ICSB 2010

< T

Sessian Topics:

Applications in Medicine

Functional Genomics and Biological Networks
Computational Theory in Systems Biology
The Spatial Dimension of Intraceilular Dynamics
Biomedical Simulations

Understanding the Brain Function
Computational Methods and Tools

Cell Signalling Dynamics

Systems Biology in Health and Disease
Parameterising Proteomics

Biological Rhythms

Combinational Multi-scale Systems Responses
in Biology and Medicine

Engineering Aspecls in Systems Biclogy
Systems Biology and Metabolism

Systems Science Behind Medical Application
in Industry

Biological Noise and Cellular Dec:smn-r-ﬁakmq

Keynote Speakers will include:

* Sydney Brenner
{Nobel Laureats)

¢« David Rand

¢ Denis Noble

+ Steve Kay

* Luis Serrano

+ Thomas Pollard

Important Dates:

5 January 2010
5 January 2010

15 January 2010
15 January 2010

3 May 2010
2 June 2010
4 June 2010

1 October 2010

10 October 2010
1-14 October 2010

15 October 2010

T Ty ey e

Delegate Registration Open
Call for Papers Open

Call for Tutorials Deadline
Call for Workshops Deadiine

Call for Papers Deadline
Early Registration Deadline
Notification of Acceptance
Pre-Registration Deadline
ICSB 2010 Tutorials

ICSB 2010 Conference
ICSB 2010 Workshops

g g g g,

u.u.uw |csb2010 org. .k




e Future of
Genetics

/f, g€alar Biology Meeting

1. Vancouver, BC, Canada

72 6th Fungal Genetics Conference

4

#/ March 15 - 20 - Pacific Grove, California

52nd Annual Drosophila Research Conference

March 30 — April 2 + San Diego, California —

18th International C. elegans Meeting Iscouer.
June - Los Angeles, California

Mnuseﬁenetics 2011

june 22 — 26 *+ Washington, D.C. T
[ |
inform.

akinformation: genetics-gsa.org/conferences




Upcoming 2010

Keystone Symposia Meetings

March 2010

Biomolecular Interaction Networks:
Function & Disease (new!)

Cell Death Pathways: Apoptosis, Autophagy
& Necrosis

Metabolism & Cancer Progression (new!)

Receptors and Signaling in Plant
Development & Biotic Interactions

HIV Vaccines

Viral Immunity

MNuclear Receptors: Signaling, Gene

- Regulation & Cancer

Muclear Receptors: Development,
Physiology & Disease

Mew Paradigms in Cancer Therapeutics

Integration of Developmental Signaling
Pathways

April 2010

G Protein-Coupled Receptors

Dynamics of Eukaryotic Transcription
During Development

Synapses: Formation, Function &
Misfunction

Towards Defining the Pathophysiology
of Autistic Behavior i

Malaria: New Approaches to Understanding
Host-Parasite Interactions

Molecular Targets for Control of
Vector-Borne Diseases: Bridging Lab &
Field Research

Islet Biology

Diabetes

Computer-Aided Drug Design

New Directions in Small Molecule (T
Discovery (new!)

Developmental Origins & Epigenesis
in Human Health and Disease (new!)

June 2000
Bioactive Lipids: Biochemistry & Diseases

Innate Immunity: Mechanisms Linking with
Adaptive Immunity

October 2010

Immunological Mechanisms of Vaccination

Prepare to be Inspired!

Submit an abstract and register now for a Keystone Symposia
conferences taking place in 2010 in various life science disciplines:

e Biochemistry

e Biophysics

* Cancer

e Cardiovascular Disease
e (Cell Biology

* Development

* Drug Discovery

* CGenetics/Genomics/Epigenetics
* Immunology

e Infectious Disease

e Metabolic Disease

* Molecular Biology

e Neurobiology

* Plant Biology
Structural Biology

Keystone Symposia meetings provide an excellent opportunity to:

* Hear the latest research results from experts in your field;

* Present your research to your peers and gain immediate feedback;

* Build new collaborations, including valuable cross-disciplinary ones;
¢ Develop new insights and gain a broader perspective.

A few key facts about our conferences:

* Conferences are set in stimulating venues conducive to networking.

¢ On most programs, speakers for short talks are chosen from abstracts.

« Affordable registration rates are the same for all attendees including
those from industry (US$100 lower before early registration deadlines).

* Registration fees are discounted for students.

¢ Scholarships are also available for students and postdocs.

Visit www.keystonesymposia.org/2010meetings for more details on
registering and submitting an abstract for upcoming conferences.

KEYSTONE # SYMPOSIA

on Molecular and Cellular Biology

Accelerating Life Science Discovery

1.800.253.0685 = 1.970.262.1230 + www.keystonesymposia.org



"OUF{HEC‘ AND CONFEREMNCES

BRIDGE UK

ADVANCED COURSES 2010

Mathematical Models for Infectious Disease
Dynamics

Virus Discovery in the Clinical Setting

Technologies and Applications for Genome
Analysis

Molecular Basis of Bacterial Infection: Basic
& Applied Research Approaches

Functional Genomics and Systems Biology

Molecular Neurology and
Neuropathology

Practical Aspects of Small Molecule Drug
Discovery

Next Generation Sequencing

Human Genome Analysis: Genetic Analysis of
Multifactorial Diseases

Design and Analysis of Genetic-based
Association Studies

WORKSHOPS
Working with the Human Genome Sequence

Proteomics Bioinformatics

OVERSEAS COURSES

Wnrking with Pathngan Genomes
Ho Chi Minh City, Vietnam

Genomic Ep'dﬂﬂ“ﬂlﬂg? of Malaria
Bangkok, Thailand

SCIENTIFIC CONFERENCES 2010
Computational Cell Biology

Therapeutic Applications of Computational
Biology and Chemistry: TACBAC

Perspectives in Clinical Proteomics

Genomic Disorders

The Evolutionary Biology of Caenorhabditis
and Other Nematodes

Genomics of Malaria Epidemiology

EBI-Wellcome Trust Bioinformatics
Summer School

Sub Nuclear Structures and Disease
Systems Biology: Networks
Wellcome Trust School of Human Genomics

16th Meeting of the European Society
for Pigment Cell Research

Signalling to Chromatin
Infectious Disease Genomics & Global Health
Genome Informatics

RMNAP2010 - Structure, function and evolution
of RNA polymerases

Bridging the Gap on Biomedical Genetics

Courses and conferences are held at the Wallcome Trust
Genome Campus, Hinkton, Cambridge — home to one of
the world's largest concentrations of expertise in genomics
and biginformatics.

For full details, please visit:
www.wellcome.ac.uk/hinxton
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