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Make lllumina
part of your DNA.

The most comprehensive set of
DNA analysis tools available.

lllumina’s portfolio of DNA analysis products delivers industry-leading
data quality at the lowest cost per study. Accelerate discovery by looking

at DNA from every angle.
» SNP genotyping — Achieve significance with the industry’s
best genomic coverage and data quality.

» CNV analysis — Obtain the most comprehensive access to

known and novel CNV regions.

» DNA sequencing — Sequence virtually anything at a fraction

of the cost and time.

» DNA methylation — Get single CpG site resolution with high-

multiplex standard or custom methylation panels.

» ChIP-Seq — Obtain genome-wide maps of DNA-protein

interactions with unprecedented resolution, quality and cost.

Make us part of your DNA. Join the growing lllumina Community.

Find out how to make

LA N

lllumina part of your DNA: i | | umina:

www.illumina.com/DNA
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Subject Coverage
Antibodies

Bioinformatics/Genomics
Cell Biology
Chromatography
Computational Biology

DNA Delivery/Gene
Transfer

Electrophoresis
Genetics

High Throughput
Analysis

Imaging/Microscopy
Immunology
Laboratory Organisms
Molecular Biology
Neuroscience

Newly Added Protocols
Plant Biology

Polymerase Chain
Reaction (PCR)

Proteins and Proteomics

RNA Interference
(RNAIi)/siRNA

Stem Cells

Transgenic Technology

CSH

PROTOCOLS

Cold Spring Harbor Protocols

* A new online source of trusted techniques in molecular
and cellular biology

* Contains cutting-edge and classic protocols presented
step-by-step with cautions and troubleshooting

* Frequently updated and annotated

* Interactive, customizable, and fully searchable

Online. Authoritative. Indispensable.

C old Spring Harbor Laboratory is renowned for its teaching of biomedical
research techniques. For decades, participants in its celebrated, hands-on courses
and users of its laboratory manuals have gained access to the most authoritative and
reliable methods in molecular and cellular biology. Now that access has moved online.

Visit Cold Spring Harbor Protocols today and discover a rich, interactive source of new
and classic research techniques. The site is fully searchable, with many tools that can
be customized by users, including topic-based alerting and personal folders. Through
a web-based editorial process, users also have the opportunity to add refereed com-
ments to each protocol. Links in the online protocols offer additional resources, and
step-by-step instructions print out in a convenient form, complete with materials,
cautions, and troubleshooting advice. Each protocol is citable and presented and edit-
ed in the style that has made Molecular Cloning, Antibodies, Cells, and many other
Cold Spring Harbor manuals essential to the work of scientists worldwide. The
current collection of more than 1000 protocols is continuously expanded, updated,
and annotated by the originators and users of the techniques.

CSH Protocols is created by Cold Spring Harbor Laboratory Press in association with
HighWire Press of Stanford University.

Cold Spring Harbor Protocols
Executive Editor: Dr. David Crotty ® ISSN 1559-6095 / online, monthly

Available exclusively via institutional site license
Request a Free Trial for Your Institution

www.cshprotocols.org

The First Choice in Protocols.

For pricing information or to request a free trial, visit the website or:

Phone:1-800-843-4388 (Continental US and Canada) or 516-422-4100 (all other locations)
Fax: 516-422-4097 E-mail: cshpress@cshl.edu or Website: www.cshlpress.com
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924




Applying genome-scale technology
to human diversity and disease

HudsonAlpha:

A fresh perspective for
research and discovery

* Close alliance of a non-profit human

genomics research institute with
biotechnology community

» Open architecture and
entrepreneurial spirit

« Rich intellectual environment for
collaboration, discovery and
innovation

Advances in genomic technology are
generating an exponential increase
in what we know about genome
sequences and genetic variation.
Our goal is to develop and apply this
information to increase the quality
and health of our lives.
— Dr. Richard M. Myers
Director
HudsonAlpha Institute

New insights and opportunities will
result from combining genome-scale
research with innovative, small
business ventures.

— Jim Hudson
Founder and President
HudsonAlpha Institute HudsonAlpha is the cornerstone of the 150-acre Cummings Research Park
Biotech Campus. Huntsville, Alabama is home to the NASA Marshall Space
Flight Center and the nations’s second largest research park. Per capita,
Huntsville has the highest percentage of scientists and engineers in the nation.
Proximity to the University of Alabama in Huntsville, the University of Alabama at
Accepting resumes Birmingham, Auburn University and Vanderbilt University provides an ideal
for a variety of positions, including: environment for genomics research and biotechnology.

Faculty-level Investigators
Senior Scientists
Postdoctoral Fellows

Computational Biologists D:H M @5 @ N A LP H A

Statistical Geneticists
Senior and Junior Research Technicians INSTITUTE FOR BIOTECHNOLOGY

Huntsville, Alabama

genomic research ¢ educational outreach « economic development ¢« hudsonalpha.org



FREE PROTEIN LADDER SAMPLE
available with any purchase

The New Protein Ladder from New England Biolabs
ACHIEVE ACCURACY IN YOUR PROTEIN EXPRESSION ANALYSIS

Choose the new Protein Ladder from New England Biolabs and experience a more consistent banding
pattern that is ideal for accurate size determination. A mixture of our recombinant, highly purified
proteins, this ladder will resolve into 12 sharp, evenly spaced bands when analyzed by SDS-PAGE.
Bring precision to your protein sample analysis with the new Protein Ladder from NEB.

Advantages:

= Suitable for analysis of a wide range of proteins

= Sharp, uniform bands in the range of 10 —250 kDa

= Convenient band spacing for accurate molecular weight determination
= Easy-to-identify reference bands

= Value pricing

Ordering information:

= Protein Ladder (10—250kDa) ................ ... P77038
Other Protein Markers Available from New England Biolabs:

= Protein Marker, Broad Range (2—212kDa) ...............................oocoi. P7702S/L
= Prestained Protein Marker, Broad Range (7-175kDa) ........................... P7708V/S/L
= ColorPlus Prestained Protein Marker, Broad Range (7-175kDa) ................ P7709V/S/L

Receive a FREE PROTEIN LADDER SAMPLE with the purchase of any product by including
P7703G with your order. Limit one sample per order. Valid in the U.S. Only. Offer expires July 31, 2008.

For more information and our international distribution network, please visit www.neb.com

NEW
ENGLAND
BIOLABS

know where you stand.

NEy other commercially
available protein ladders
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$/lane  0.70 1.10 1.64 0.98 098  0.80 0.91
(Us) Compare the quality, consistency and value of the NEB Protein
Ladder to other ially ilable protein ladd
Cost/lane is based on current catalog price and manufacturer’s
recommendations for loading a mini-gel.

NEW ENGLAND
(]
New England Biolabs Inc. 240 County Road, Ipswich, MA 01938 USA 1-800-NEB-LABS Tel. (978) 927-5054 Fax (978) 921-1350 info@neb.com ZOLa S®
Canada Tel. (800) 387-1095 info@ca.neb.com « China Tel. 010-82378266 beijing@neb-china.com « Germany Tel. 0800/246 5227 info@de.neb.com Inc.

Japan Tel. +81(0)3 5669 6191 info@neb-japan.com « UK Tel. (0800) 318486 info@uk.neb.com

the leader in enzyme technology



Edited by Jan A. Witkowski and John R. Inglis, Cold Spring Harbor Laboratory

n 1911, the influential geneticist Charles Davenport published Heredity in Relation to

Eugenics, advancing his ideas of how genetics would improve society in the 20th century.
It became a college textbook and a foundation for the widespread eugenics movement in the
United States. Nearly 100 years later, many of the issues raised by Davenport are again being
debated, in different guises. In this new volume, prominent academics discuss themes from
Davenport’s book—human genetic variation, mental illness, nature vs. nurture, human
evolution—in a contemporary context. Davenport’s original book is reprinted along with the
essays. This book will be useful to historians of science as well as those interested in the social
implications of human genetics research—past, present, and future.

2008, 490 pp., illus.

Hardcover $55 ISBN 978-087969756-3
CONTENTS
Preface Psychiatric Genetics in an Era of Relative
Jan A. Witkowski and John R. Inglis, Cold Spring Enlightenment
« Harbor Laboratory Daniel R. Weinberger, National Institute of Mental
Foreword Health, and David Goldman, National Institute of

Alcohol Abuse and Alcoholism

Genes in Mind?
Lindsey Kent, St. Andrews University, and Simon
Baron-Cohen, Cambridge University

Matt Ridley, Newcastle-upon-Tyne

Genes and Politics
James D. Watson, Cold Spring Harbor Laboratory

Charles Benedict Davenport, 1866—1944

Jan A. Witkowski, Cold Spring Harbor Laboratory Daf’?np ort ;?nd Heredlty’ Counsefllng
Philip R. Reilly, Interleukin Genetics
The Eugenic World of Charles Benedict Davenport

Elof A. Carlson, University at Stony Brook Genetics and lj:quallty o
Ronald Dworkin, New York University School of Law

Genetics and Human Nature
Lewis Wolpert, University College London

Davenport’s Dream

Maynard V. Olson, University of Washington
Genetic Determinism and Evolutionary Ethics:
A Mitochondrial Perspective

Douglas C. Wallace, University of California, Irvine

A Reprint of Heredity in Relation to Eugenics
Charles Benedict Davenport (Published by Henry
Holt and Company, New York, 1911)
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VR www.cshlpress.com
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To order or request additional information, please visit our Website or:

Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)
FAX: 516-422-4097 E-mail: cshpress@cshl.edu
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924



CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

The University of Hong Kong

Postdoctoral Positions in Genomics, Proteomics,
and Bioinformatics
(Ref: RF-2007/2008-507)

The University of Hong Kong Genome Research Centre
invites highly qualified and motivated individuals to join a focused multi-disciplinary
team to develop methodologies and applications to dissect relevant model systems of
disease. Available positions:

(i) Molecular Biologist/ Cell Biologist to make use of the next generation ultra-high
throughput DNA sequencers for genome, epigenome, metabolome and the transcriptome
characterization to elucidate their role in disease. Productive experience in nucleic acid
manipulation and isolation is essential. Areas of investigation include: cancer,
metabolic disease, and host-pathogen interaction particularly of influenza and other
respiratory viruses.

(ii) Analytical Protein Chemist interested to develop new sensitive analytical tools to
characterize the proteome in disease models. Experience in mass-spectrometry and
protein purification is essential. Candidate will have the opportunity to participate in the
expansion of the current proteomics program and to explore new areas of investigation.

(iii) Computational Biologist/ Bioinformatist to develop new analytical tools and
applications for genetic data generated from the new generation Solexa and SOLiD DNA
sequencers and other high-throughput genomics platforms. Experience in algorithm
design and/or mathematics is desirable. Candidate will have the opportunity to explore
new computational approaches and the use of modern instrumentations to address
important biological and computational problems.

Hands on experience with a record of productivity, teamwork and innovation are
essential. Positions are for two years duration with the possibility of renewal. The
Genome Research Centre is a large well-funded state-of -the art research and core
service facility. We focus on basic and translational research for the benefit of society.
Hong Kong offers a vibrant and stimulating working environment in close proximity to
major Asian research centres to foster research collaboration and exchange.

Applicants should submit a cover letter describing research interest, a full CV, and
references to: Professor Si Lok, Genome Research Centre, The Li Ka Shing Faculty
of Medicine, The University of Hong Kong, 21 Sassoon Rd, Pokfulam, Hong Kong,
China, email: silok@hkucc.hku.hk

=) Yale University

Yale University invites applications for the founding Director
of the Yale DNA Sequencing Center. The new Center will
perform high-throughput DNA sequence analyses to pursue
projects in the biomedical and life sciences, and is supported
by a major University-wide initiative. Candidates must have
extensive experience in diverse aspects of sequence
production, analysis and technology development, with
demonstrated leadership ability. The Director will oversee the
operational management of the Center including sequencing
production, informatics, and technology development. The
Director will hold a Research Faculty position with rank
commensurate with experience. Review of applications will
begin on August 1, 2008 and continue until the position is
filled. Please submit curriculum vitae, a description of
research interests and three letters of reference to:

Lisa Bertetto D’ Angelo, Ph.D.

DNA Sequencing Center Search Committee
Yale University

Post Office Box 208103

New Haven, CT 06520-8103

Telephone: (203) 432-9819

Yale University is an affirmative action, equal opportunity employer
and particularly welcomes applications and nominations of women
and members of underrepresented minorities.
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CALIFORNIA INSTITUTE OF TECHNOLOGY
Pasadena, California
Director Caltech Genomics Facility - CIT14483MM

Caltech seeks genome scientist to direct its genomics facility - the Millard and Muriel Jacobs Genetics and Genomics

Laboratory.

The purpose of the Facility is to provide cutting-edge technology in the area of functional genomics, with current
emphasis on next-generation sequencing and on various microarray-based technologies. Working interactions with
many research user groups in Biology, Chemistry, GeoBiology, and Engineering are central to the Facility mission.
We expect the Facility Director to direct technical staff and to play a leadership role in developing, testing, and
introducing new technologies that will define future Facility capabilities, as well as in the integration and collaboration
in Bioinformatics. The Facility Director is also responsible for managing the financial resources of the Laboratory,
writing papers, presenting the work and writing the pertinent section for the Division's Annual Report.

Background required is a doctoral degree and postdoctoral research experience in an appropriate area of genomics.
Experience in next-generation sequencing and/or bioinformatics is a plus.

To be considered for this outstanding opportunity, please visit our web site and submit your resume at the following

link:

http://www?2.recruitingcenter.net/clients/CalTech/publicjobs/controller.cfmjbaction=JobProfile&Job_1d=14483&esid=az

Please direct questions or concerns to:

Ms. Susan Ruffins, Office of the Director Beckman Institute, Caltech, Pasadena, CA 91125, 626-395-2788,
str@caltech.edu

Caltech is an Affirmative Action/Equal Opportunity Employer.
Women, Minorities, Veterans and Disabled Persons are ericouraged to apply.




Edited by Bruce Stillman, David Stewart, and Terri Grodzicker, Cold Spring Harbor

Laboratory

2008, 674 pp., illus., indexes
Hardcover $310 (includes online access)

Paperback $126

Based on presentations by world-renowned investigators at the 72nd annual Cold Spring
Harbor Symposium on Quantitative Biology, this volume reviews the latest advances
in biological clocks and rhythms. Topics include genetic and cellular studies aimed at
characterizing circadian mechanisms; systems approaches to understanding physiological,
endocrine, and neural networks; and models used for studying mental and physical cycles.
A variety of normal and abnormal chronobiological patterns are discussed, including
sleep, aging, migration, hibernation, seasonality, depression, and arrhythmias.

ISBN 978-087969822-5
ISBN 978-087969823-2

CONTENTS

INTRODUCTION
S.J. Kublman; S.R. Mackey; S.J. Kuhlman; and
J.E Duffy

CLOCKWORKS

1. Kondo; J.C. Dunlap; M.W. Young; M. Rosbash;
M.H. Hastings; U. Albrecht; R Sassone-Corsi;
S.M. Reppert; A. Sancar; and G.T.J. van der Horst

POSTTRANSCRIPTIONAL AND POST-
TRANSLATIONAL MECHANISMS

J-W. Hastings; C.B. Green; ].D. Keene; A. Kramer;
M. Brunner; Y. Liu; and D.E. Somers

GENETICS OF RHYTHMS
J.J. Loros; J.C. Hall; R. Stanewsky; J. Blau;
J.S. Takahashi; and L.]. Pticek

ENTRAINMENT AND PERIPHERAL
CLOCKS

M. Merrow; C.C. Lee; T. Roenneberg; S.A. Brown;
C.J. Weitz; and U. Schibler

SYSTEMS APPROACHES TO BIOLOGICAL
CLOCKS

S.S. Golden; B.P Tu; D. Bell-Pedersen; ]. Chory;
H.R. Ueda; ]. Hogenesch; and R.M. Evans

MODELS
C.H. Johnson; F Naef; D.M. Virshup; and
RR. Klevecz

DEVELOPMENT, PROLIFERATION,

AND AGING

M. Raff; PE. Hardin; O. Pourquié; R. Kageyama;
H.P. Koeffler; E Lévi; M.P Antoch; L. Guarente;
and G. Ruvkun

NEUROANATOMY AND CIRCUITS
M. Menaker; S. Hattar; C. Helfrich-Forster;
R. Silver; C.B. Saper; and H. Okamura

SLEEP, SEASONS, AND MOOD

A. Sehgal; R.J. Greenspan; M. Tafti; C.A. Czeisler;
1. Edery; N. Kondo; WJ. Schwartz; A.J. Lewy;
C.A. McClung; and T. Bourgeron

SUMMARY
M. Menaker

AUTHOR INDEX
SUBJECT INDEX

Annual Symposium.

SYMPOSIUM AVAILABLE ONLINE AHEAD OF PUBLICATION
Note: This volume is also published online (annual subscription to the hardcover edition required) at wwuw.cshl-symposium.org.
The site contains the full text of the written communications from this Symposium and the Symposia held in 1998 through
2007. Subscribers to the site also gain access to archival photographs and selected papers from the 60-year history of the

WWW.CSHLPRESS.COM

To order or request additional information, please visit our website or:

Call:

FAX: 516-422-4097

E-mail: cshpress@cshl.edu
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924

1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)






