
It’s here. Now you can perform a range of genomic experiments

that you only dreamed of before. The Illumina Genome Analyzer

changes the way you approach every kind of genomic experiment.

The discoveries are happening, the wait is over, and our customers

are publishing their results.

Change the way you think about sequencing.

Join the growing Illumina Community.

Turn sequencing on its head.

Do more with sequencing today:

www.morethansequencing.com
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Contents and Coverage
This extensively illustrated, full-color book has four sections:

Introduction (Part 1) gives an account of how the ideas
underpinning evolutionary theory developed and a history of
experiments and ideas in the development of molecular biology.

Origin and Diversity of Life (Part 2) describes the history of
life on earth from the origin of life to the evolution of
humans, with emphasis on the major transitions in genetic
organization and novel adaptations that have appeared. The
diversity of life is emphasized. The chapters make extensive use
of information from complete genome sequences and analysis
of molecular mechanisms in development. 

Evolutionary Processes (Part 3) describes how the diversity of
life is generated: how variation arises and how selection acts are
considered in detail. Many examples used to illustrate these
processes are drawn from molecular sources.

Human Evolution (Part 4) discusses human evolution 
and diversity. The benefits of molecular markers for our
understanding of human evolution are highlighted and these
findings integrated with paleontological evidence. Also discussed
is the use of evolutionary methods to identify genetic differences
that predispose people to specific diseases and affect their
responses to treatment.

Online-only Chapters 
Additional chapters, found on the Web only,deal with techniques
and models used in studying evolutionary biology, emphasizing
the contribution of molecular biology and genomics to
phylogenetic reconstruction methods.

Resources for Instructors
The Evolution web site (www.evolution-textbook.org), is an
invaluable supplement to the textbook, a resource for teachers
that contains downloadable figures (for PowerPoint or overhead
display) and chapter problems.

www.evolution-textbook.org

Request exam copies and other information
Visit the Evolution web site now for more information about
this new book. Request a detailed Table of Contents, Sample
Chapters, Exam Copies, and Updates about Evolution.
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Announcing…
Evolution, a new book on evolutionary biology that integrates molecular biology, genomics, 
and human genetics with traditional studies of evolutionary processes. 

• Recommended as a primary textbook for undergraduate courses in evolution

• Required reading for biologists seeking a clear, current, and comprehensive account 
of evolutionary theory and mechanisms

• Written by experts in population genetics, bacterial genomics, paleontology, 
human genetics, and developmental biology

• Integrates molecular and evolutionary biology in ways that reflect current directions in research
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PreCR™ Repair Mix from New England Biolabs
REPAIR A BROAD RANGE OF DNA DAMAGE PRIOR TO PCR

For more information and our international distribution network, please visit www.neb.com

the leader in enzyme technology

lose the damage, keep the genes.

Proven Repair with the PreCR Repair Mix

Product information:
PreCR ™ Repair Mix . . . . . . . . . . . M0309S/L

Increase your chances for successful PCR with the PreCR™ Repair Mix. This innovative blend 
of recombinant proteins is designed to repair damaged DNA prior to its use in PCR reactions. 
All it takes is a simple 20 minute reaction to repair a wide range of DNA damage due to heat,
low pH, oxygen, and UV light.* 
*Not recommended for highly fragmented DNA or for damage due to DNA crosslinks
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PreCR Treatment

A: UV exposure (λ DNA) E: hydrolysis & UV exposure (λ DNA)
B: heat treatment (λ DNA) F: hydrolysis (λ DNA)
C: oxidation (plasmid) M: 2-Log DNA Ladder (NEB #N3200)
D: UV exposure (human genomic DNA)  
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Repaired by 

PreCR Repair MixCauseDNA Damage

abasic sites hydrolysis ✓

  hydrolysis 
nicks nucleases ✓
 shearing

thymidine 
dimers 

UV radiation ✓

blocked 
3´-ends 

multiple ✓

oxidized 
guanine 

oxidation ✓

oxidized
pyrimidines 

oxidation ✓

deaminated
cytosine  

hydrolysis ✓

  hydrolysis 
fragmentation nucleases X
 shearing

Protein-DNA
crosslinks 

formaldehyde X  

Advantages:
■ Suitable for PCR, microarrays and other 

DNA technologies
■ Does not harm DNA template
■ Can be used in conjunction with any 

thermophilic polymerase
■ PCR can be done directly on repair reaction
■ Easy-to-use protocols included



The most comprehensive set of
DNA analysis tools available.
Illlumina’s portfolio of DNA analysis products delivers industry-leading

data quality at the lowest cost per study. Accelerate discovery by looking

at DNA from every angle.

4 SNP genotyping — Achieve significance with the industry’s

best genomic coverage and data quality.

4 CNV analysis — Obtain the most comprehensive access to

known and novel CNV regions.

4 DNA sequencing — Sequence virtually anything at a fraction

of the cost and time.

4 DNA methylation — Get single CpG site resolution with high

multiplex standard or custom methylation panels.

4 ChIP-Seq — Obtain genome-wide maps of DNA-protein

interactions with unprecedented resolution, quality and cost.

Make us part of your DNA. Join the growing Illumina Community.

Make Illumina
part of your DNA.

Find out how to make
Illumina part of your DNA:

www.illumina.com/DNA
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More miRNA amplification, answers, and
advancement from the smallest samples. 

Less
    iss  e. 

This linear amplification system generates  

sufficient amounts of material for downstream 

analysis, from as little as 50 ng of total RNA. 

You can count on consistent and accurate 

>1,000-fold amplification of mature miRNAs 

that are ready for immediate labeling and array 

hybridization. Designed for use with 50–500 ng 

of total RNA, amplification and purification 

can be completed within two days, facilitating 

studies from the smallest tissue samples. 

The miRNA amplification technology necessary 

to advance your research is ready. Find it, and 

our complete line of miRNA profiling products, 

at www.invitrogen.com/ncode.

Amplification of enriched miRNA from low inputs of total 

RNA using the NCode™ miRNA Amplification System yields 

similar data when compared to the direct labeled 

control, maximizing fidelity and minimizing variability.

Powerful and efficient, the NCode™ miRNA Amplification System amplifies mature miRNAs from minute quantities of RNA. 
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