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Genome Sequencer 20 System

Accelerate Amplicon Analysis

Genome Sequencer 20 Amplicon Software screen.

The histogram shows the deviations between read consensus
sequences and reference sequences. In addition, the
software displays the corresponding alignment of reads
and reference sequences for comparison purposes.

Visit www.genome-sequencing.com for more
information and published references, call

800 262 4911 (U.S.), or contact your local
sales representative.
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Clonal sequencing of amplicons enables ultra-deep genetic analysis at levels
of sensitivity not previously possible.

Cancer Research

® Discover somatic mutations with unprecedented speed, accuracy,
and sensitivity.*

m Study DNA-methylation patterns with high precision.

Medical Resequencing

m Uncover and screen SNPs at the population and individual level.

® Deconvolute complex populations of sequence data.

m Eliminate tedious and expensive manual analysis of mixed chromatograms.

First to the finish with ultra-deep analysis of amplicons —
new for the Genome Sequencer 20 System.

*Thomas, R. et al, Nature Medicine advance online publication, 25 June 2006 (doi:10.1038/nm1437)

Roche Diagnostics GmbH
Roche Applied Science
68298 Mannheim
Germany



THE CONDENSED PROTOCOLS

FROM MOLECULAR CLONING: A LABORATORY MANUAL

By Joseph Sambrook, Peter MacCallum Cancer Institute, Melbourne, Australia, and
David Russell, University of Texas Southwestern Medical Center, Dallas

The Condensed Protocols From Molecular Cloning: A Laboratory Manual is a single-volume
adaptation of the three-volume third edition of Molecular Cloning: A Laboratory Manual.
This condensed book contains only the step-by-step portions of the protocols, accompanied
by selected appendices from the world’s best-selling manual of molecular biology techniques.
Each protocol is cross-referenced to the appropriate pages in the original manual. This
affordable companion volume, designed for bench use, offers individual investigators the
opportunity to have their own personal collection of short protocols from the essential

Molecular Cloning.

2006, 800 pp., illus., appendices, index
Hardcover $150 ISBN 0-87969-772-5
Paperback $95 ISBN 0-87969-771-7

REVIEWS OF MOLECULAR CLONING: A LABORATORY MANUAL, 3rd ed.

“Any basic research laboratory using molecular biology techniques will benefit from having a copy [of Molecular Cloning] on hand. .
.. Originally published almost 20 years ago, the first two editions of this book have been staples of molecular biology with a proven
reputation for accuracy and thoroughness.” —The Scientist

“The next generation of Molecular Cloning not only carries on the proud heritage of the first two editions but also admirably
expands on that tradition to provide a truly essential laboratory manual.” —Trends in Microbiology

“This book should be the first port of call when establishing a molecular technique new to a laboratory.”  —Trends in Cell Biology

“.. . with this new edition and its companion website, Molecular Cloning has once again established its primacy as the molecular
laboratory manual and is likely to be found on lab benches, and book—marked on web browsers, around the world.” |
—Trends in Neurosciences |
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Write:  Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd, Woodbury, NY 11797-2924




focus on discovery.

Discover More with the World's Finest Full-Length Clone Collection

The Mammalian Gene Collection (MGC) is quite simply the best clone collection in
the world, brought to you by the greatest minds in genomic research. Generated
and sequenced by a consortium of leading NIH funded laboratories, our cDNA
resource contains a complete open reading frame (ORF) for every human, mouse,
and rat gene represented. The power of discovery is at your fingertips.

e Every MGC clone is fully sequenced with complete ORF
e Assay-ready DNA in microplate format upon request
e Online clone query quickly identifies the clone you need

Your expert partner for
Genomic, RNAi and Proteomic resources.

“Open Biosystems’ MGC collection is an invaluable resource for CCSB,

the Dana-Farber Center for Cancer Systems Biology. It has cut years off
the development of a human protein-protein interaction map” E ‘
Marc Vidal

Dana-Farber Cancer Institute BlOSYSTEMS

Why experiment when you can discover?

Toll Free 888.412.2225
www.openbiosystems.com
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DNA Polymerase from New England Biolabs I
HIGH YIELD, ROBUST AND RELIABLE PCR REACTIONS IN CONVENIENT FORMATS '

Looking for the right solution for your high yield PCR? Choose recombinant Tag DNA
Polymerase from New England Biolabs. As the leader in enzyme technology, New England
Biolabs provides the highest quality recombinant 7aq at exceptional value. Our expanded
selection of Tag based products includes kits, master mixes, and a choice of reaction
buffers. Choose Taqg DNA polymerase from NEB for guaranteed Performance,

Convenience and Results.

Taq with Standard Buffer [ ... .. M0273S/L Tag 2X Master Mix @ ............. M0270S/L
Compatible with existing assay systems Just add template and primers
and high throughput applications, is always

detergent free and available with or without Quick-Load™

MgCl Tag 2X Master Mix [@ ...... ... . M0271S/L
2 Load PCR products directly onto agarose gels Selective and specific Versatility of the Tag 2X Master Mix:
Taq with ThermoPol Buffer [ .... M0267S/L PCR amplification from 30 ng human genomic DNA (hDNA) or 0.1
Promotes high yields under demanding Tag PCRKits I .............. E5000S/E51008 'S‘““‘.‘;.“ Ge““.’"‘” Df"(']“g " t”r?e'f):”ezf;fm[;’\gf\%UDMDVXESE‘:S‘;“:;‘; iu”l
iti i i i Contains reagents for 200 PCR reactions, peciic amplicons or 0.9, 1, 2,
conditions, available with or without l\/IgSO4 available Wit% or without controls and 4 kb from human genomic volume. Marker (M) shown is 2-Log DNA
and detergent DNA were amplified by Tag Ladder (NEB #N3200).
<R bi DNA Polymerase with Standard
il = Recombinant Buffer for 30 cycles. Marker (M)
shown is 2-Log DNA Ladder
(NEB #N3200).
For more information and international distribution network, please visit
NEW ENGLAND
L]
= New England Biolabs Inc. 240 County Road, Ipswich, MA 01938 USA 1-800-NEB-LABS Tel. (978) 927-5054 Fax (978) 921-1350 info@neb.com loLabS@
= Canada Tel. (800) 387-1095 info@ca.neb.com = Germany Tel. 0800/246 5227 info@de.neb.com Inc.

= UK Tel. (0800) 318486 info@uk.neb.com = China Tel. 010-82378266 beijing@neb-china.com the leader in enzyme technology



you can count on. And if something goes wrong, we’ll troubleshoot it and make it right—even redesign and synthesize

primers at no charge. See how dependable PCR can be at www.invitrogen.com/accuprime.

© 2006 Invitrogen Corporation. All rights reserved. These products may be covered by one or more Limited Use Label Licenses (see the Invitrogen catalog or our website, www.invitrogen.com).



BIOSUPPLYNET
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A Current, Integrated Information Source

for Life Science Laboratory Supplies BIOSUPPLYNET

Find A Kit

Many suppliers offer time and
effort saving kits to perform
research techniques. Search our
exclusive database of available
research kits.

BioToolKit

An annotated directory of over
1000 links to online molecular
biology resources, including basic
research tools and advanced appli-
cations for genome, transcrip-
tome, and proteome data retrieval,
analysis, and visualization.

Featured Subject Areas

Download free protocols, back-
ground information and find
suppliers for reagents and
equipment for the hottest fast-
growing research methods and
g g

areas of interest.

Featured Protocols

Download free protocols from
Cold Spring Harbor Laboratory
Press manuals, and find sources
for the reagents and equipment
needed.

Career Center
Find or place listings for available
g

positions in academic research,
pharmaceutical companies, clini-
cal research facilities, and the
biotechnology industry.
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Searching

Searching is very convenient. Info
on over 20,000 products from
over 6,500 suppliers is right at
your finger tips.

CSHL Press Announces the New and Improved BioSupplyNet.com!

* CSHL Press has relaunched BioSupplyNet, adding new features and
improved functionality

* SAVE TIME! No need to search through stacks of catalogs and numerous websites
* Over 20,000 products and supplies listed (indexed by type and/or by company)

* Over 6,500 prominent suppliers participating and the number continues to grow
e Searching is FAST and EASY

* NO REGISTRATION necessary

In addition to searching for products, Scientists can quickly:

* Get immediate inside info about new products and special deals
* Find kits to perform research techniques

* Visit Featured Subject Areas containing background info, free protocols, hottest
fast-growing research methods and more! Now featuring PCR and RNAi

* Download free protocols from Cold Spring Harbor Laboratory Press manuals
* Visit our Career Center to search and post job listings

* Get up to the minute Science news

* Order Catalogs

* Sign up for Newsletters

Visit BioSupplyNet Today!

f
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www.biosupplynet.com




CSH Protocols Is Now Online!

* A new, online source of trusted techniques in

molecular and cellular biology
CS H * Contains new and classic protocols presented
PROTOCOLS step-by-step with cautions and troubleshooting

W * Frequently updated and annotated

* Interactive, customizable, and fully searchable

old Spring Harbor Laboratory is renowned for its teaching of biomedical research techniques.

For decades, participants in its celebrated, hands-on courses and users of its laboratory manuals
have gained access to the most authoritative and reliable methods in molecular and cellular biology.
Now that access has moved online.

Visit Cold Spring Harbor Protocols today and discover a rich, interactive source of new and classic
research techniques. The site is fully searchable, with many tools that can be customized by users
including topic-based alerting and personal folders. Through a web-based editorial process, users also
have the opportunity to add refereed comments to each protocol. Links in the online protocols offer
additional resources, and step-by-step instructions print out in a convenient form, complete with
materials, cautions, and troubleshooting advice. Each protocol is citable and presented and edited in
the style that has made Molecular Cloning, Antibodies, Cells, and many other CSH manuals essential
to the work of scientists worldwide. The collection of more than 900 protocols released in 2006 will
be continuously expanded, updated, and annotated by the originators and users of the techniques.

CSH Protocols is created by Cold Spring Harbor Laboratory Press in association with HighWire Press
of Stanford University.

Cold Spring Harbor Protocols ® Executive Editor: Dr. Michael Ronemus
ISSN 1559-6095 / online, monthly ¢ Available exclusively via institutional site license

Subject Coverage

Antibodies Genetics Newly Added Protocols
Bioinformatics/Genomics High Throughput Analysis Plant Biology

Cell Biology Imaging/Microscopy Polymerase Chain Reaction (PCR)
Chromatography Immunology Proteins and Proteomics
Computational Biology Laboratory Organisms RNA Interference (RNAi)/siRNA
DNA Delivery/Gene Transfer Molecular Biology Stem Cells

Electrophoresis Neuroscience Transgenic Technology

CSH Protocols—continuing Cold Spring Harbor Laboratory’s Visit Today!

60-year tradition as a source of trusted techniques.

For pricing information or to request a free trial:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)
FAX: 516-422-4097

E-mail: cshpress@cshl.edu
Werite: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd, Woodbury, NY 11797-2924




Get Dependable Delivery of
High Sensitivity, High Yield, High Fidelity & Reproducible

Whether you use GeneChip® or other
arrays, EPICENTRE Biotechnologies'
TargetAmp™ RNA Amplification Kits

deliver dependable, high quality
microarray results.

High Yield High Fidelity Reproducible
Input Total RNA aRNA Yield Fold-amplification Unamplified vs. TargetAmp™ 2-Round Kit (AACy) _
TargetAmp™ 1-Round aRNA Amplification Kit 103 R 013500 S
25 ng 2.9 g 5800 - 20 Z &
100 ng 11.4 pg 5700 2 15 > =
500 ng 69.9 g 6990 H 10 = . ‘;
TargetAmp™ 2-Round aRNA Amplification Kit 2.0 3 N2 z
1 cell (10 pg) 3 g 6 106 £ i ‘ , £
10 cells (100 pg) 53 g 10.6 x 106 10 ¥ 10 20 | = |8
50 cells (500 pg) 161 g 6.4 x 106 © TargetAmp™ 2-Round Kit AACT g Log Intensity - Amplification 2

High Quality Microarray Results

TargetAmp™ TargetAmp™

1-Round Kits 2-Round Kits
Fold-Amplification >5,000 >5,000,000
3'/5' ratio GAPDH 1.05 +0.05 5.6 +1.5
3'/5' ratio B-actin 2.8 +0.01 10.7 =0.07
Present Calls 56.3% 50.7%

18248

1940

TargetAmp™ 1-Round Aminoallyl-aRNA Amplification Kit 101
TargetAmp™ 1-Round aRNA Amplification Kit 103
TargetAmp™ 2-Round Aminoallyl-aRNA Ampilification Kit 1.0
TargetAmp™ 2-Round aRNA Amplification Kit 2.0

For more information, go to www.EpiBio.com and enter this Quickinfo code: TZAX4

This product is covered by intellectual property licensed to EPICENTRE Technologies Corporation from Johnson & Johnson Phar

ical Research & D

L.L.C. This product is covered by U.S.

Patents licensed exclusively to Incyte Corporation and sublicensed to EPICENTRE Technologies Corporation. See www.EpiBio.com website for complete license statements. GeneChip is a registered
trademark of Affymetrix. TargetAmp is a trademark of EPICENTRE.

EPICENTRE®
Biotechnologies

www.EpiBio.com

800-284-8474

NA Amplification

P-605TZ-A



CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

Register by September 15th and Save up to $200!

Target Discovery &
Target Validation Strategies

October 23-26, 2006 * World Trade Center * Boston,

CONCURRENT CONFERENCES
PRECLINICAL DISEASE MODELS
To Identify and Validate Novel Targets

RNAi
From Target Discovery & Validation to
Therapeutic Development

EXECUTIVES ON TARGET

Maximizing the Impact of Drug Discovery

CHEMICAL GENOMICS

Small Molecules to Discover Targets

ION CHANNELS
An Emerging Target

. B 3 .
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Corporate Sponsors: Am‘@n ) oHarmacon  GenomatiX Gene/oLocic EEEE—

7\ tanding gene regulation © VASTOX

Reference Keycode S54AD when registering online

www.DiscoveryOnTarget.com
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Cambridge Healthtech Institute 250 First Avenue, Suite 300, Needham, Massachusetts 02494 o T: 617-630-1300 o toll-free in the U.S. 888-999-6288 @ F: 617-630-1325 ® www.healthtech.com




Organizing Committee

Chairman:
Stephen R. Heller, NIST, USA

Plants:
Michael Gale, John Innes Center, UK
Ed Kaleikau, USDA/CSREES, USA
Dave Matthews, USDA, ARS Cornell University, USA
Graham Moore, John Innes Center, UK
Jerome P. Miksche, Emeritus Director, USDA Plant
Genome Program, USA

Rod Wing, University of Arizona, USA

Animals:
Mary Delany, USA
Michel Georges, University of Liege, Belgium
Clare A. Gill, Texas A&M University, USA
Jim Reecy, USA

Abstract Coordinators:
Victoria Carollo, USDA, ARS, WRRC, USA
Gerard Lazo, USDA/ARS/WRRC, Albany, CA, USA
David Grant, USDA/ARS & lowa State University, USA

Sponsors

USDA, Agricultural Research Service
USDA, National Agricultural Library
USDA, NRI Competitive Grants Office
USDA,Cooperative State Research, Education, and
Extension Service (CSREES)
Rockefeller Foundation
John Innes Centre
NCGR, National Center for Genome Resources

Plant & Animal Genome XV
The International Conference on the

Status of

Plant & Animal Genome Research

January 13-17, 2007
Town & Country Hotel
San Diego, Californa

Speakers

Martina Newell-McGloughlin,
University of California - Davis
Ian T. Baldwin,

Max Planck Institute for Chemical Ecology - Jena
Peter J. Hunter, University of Auckland
David Bartel, MIT
Susan McCouch, Cornell University
Detlef Weigel, Max Plank Institue - Tiibingen
Kirsten Lindblad-Toh, Harvard/MIT Broad Institute

Workshops

Abiotic Stress / Allele Mining / Apomixis Aquaculture / Banana
(Musa) Genomics / Barley / Bioinformatics / Brassicas /
Brachypodium Distachyon / Cattle/Sheep / Challenge Program:
Unlocking Crop Genetic Diversity for the Poor / Citrus
Compositae / Computer Demonstrations / Cotton / Compositae /
Connectrons Cool Season Legumes / Cururbit / Equine / Forage &
Turf Plants / Forest Trees Fruit and Nut Crops / Functional Genom-
ics / Host Pathogen Interactions / Insect Genetics / ICSB /ICGI /
Int'l Grape Genome Project / Int'l Lolium Genome
Initiative / IGGI / ITMI / Large-Insert DNA Libraries and Their
Applications / Legumes/ Maize / Microarray Analysis /
Molecular Markers for Plant Breeders/ Mutation Screening /
NRSP-8 / NC 1010 Development and Implemention of
Ontologies in the Database / Organellar Genetics / Plant
Cytogenetics / Plant Development and Signal Networks /
InteragencyWorking Group on Plant Genomics / Plant
Interactions with Pests and Pathogens / Plant Transgene
Genetics / Plant Reproductive Genomics / Polyploidy / Poultry /
Proteomics / QTL Cloning / Reduced-representation /Sequencing
Methods and Applications / Rice / Rice Blast /

Root Genomics / Solanaceae / Sorghum and Millets / Soybean Ge-
nomics / Statistical Genomics / Sugar Beet / Swine /
Swine Genome Sequencing / TAIR /

Weedy and Invasive Plant Genomics

Organizer
Scherago International
525 Washington Blvd., Ste. 3310
Jersey City, NJ 07310
201-653-4777 x20
201-653-5705
E-mail: pag@scherago.com

For complete details, including on-line registration, visit our website at
www.intl-pag.org
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