Stop by our ASHG booth
(328-330) to learn about our
new software tools:

 MicroArray analysis sollware
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fa® 1YY ™ for Copy Number Change and
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l@EEQ EI\VQALDMR For all genotyping applications:
MILPA, MicroSatellite/Fragment analysis, AFLP and T-RFL.P
analysis, SNPlex and SNaPshot analysis.

Mutation

Surveyor For DNA variant analysis from

sequence traces provides unparalleled accuracy and low false
positives for both diagnostic and research applications.

SoftGenetics

Software PowerTools for Genetic Analysis

www.softgenetics.com
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Have You Discovered CSH Protocols?

* A new, online source of trusted techniques in
molecular and cellular biology

CS H * Contains new and classic protocols presented
PROTOCOLS step-by-step with cautions and troubleshooting

W * Frequently updated and annotated
* Interactive, customizable, and fully searchable

old Spring Harbor Laboratory is renowned for its teaching of biomedical research techniques.

For decades, participants in its celebrated, hands-on courses and users of its laboratory manuals
have gained access to the most authoritative and reliable methods in molecular and cellular biology.
Now that access has moved online.

Visit Cold Spring Harbor Protocols today and discover a rich, interactive source of new and classic
research techniques. The site is fully searchable, with many tools that can be customized by users
including topic-based alerting and personal folders. Through a web-based editorial process, users also
have the opportunity to add refereed comments to each protocol. Links in the online protocols offer
additional resources, and step-by-step instructions print out in a convenient form, complete with
materials, cautions, and troubleshooting advice. Each protocol is citable and presented and edited in
the style that has made Molecular Cloning, Antibodies, Cells, and many other CSH manuals essential
to the work of scientists worldwide. The collection of more than 900 protocols released in 2006 will
be continuously expanded, updated, and annotated by the originators and users of the techniques.

CSH Protocols is created by Cold Spring Harbor Laboratory Press in association with HighWire Press
of Stanford University.

Cold Spring Harbor Protocols ® Executive Editor: Dr. Michael Ronemus
ISSN 1559-6095 / online, monthly ® Available exclusively via institutional site license

Subject Coverage Featured Protocols in October
Antibodies Molecular Biology
Bioinformatics/Genomics Neuroscience Gateway-Comp atible Yeast
Cell Biology Newly Added Protocols One-Hybrid Screens
Chromatography Plant Biology
Computational Biology Polymerase Chain Reaction Analysis of Com plex Protein
DNA Delivery/Gene Transfer (PCR) ing Multidimensional
Electrophoresis Proteins and Proteomics oy el
Genetics RNA Interference Techno
High Throughput Analysis (SRNAg/TliRNA

: . tem Cells
izfiﬁfﬁr ;;roscopy Transgenic Technology Visit Today!

www.cshprotocols.org

Laboratory Organisms

For pricing information or to request a free trial visit the website or:
Phone:1-800-843-4388 (Continental US and Canada) or 516-422-4100 (all other locations)

FAX: 516-422-4097 E-mail: cshpress@cshl.edu
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924




focus on discovery.

Discover More with the World's Finest Full-Length Clone Collection

The Mammalian Gene Collection (MGC) is quite simply the best clone collection in
the world, brought to you by the greatest minds in genomic research. Generated
and sequenced by a consortium of leading NIH funded laboratories, our cDNA
resource contains a complete open reading frame (ORF) for every human, mouse,
and rat gene represented. The power of discovery is at your fingertips.

e Every MGC clone is fully sequenced with complete ORF
e Assay-ready DNA in microplate format upon request
e Online clone query quickly identifies the clone you need

Your expert partner for
Genomic, RNAi and Proteomic resources.

“Open Biosystems’ MGC collection is an invaluable resource for CCSB,
the Dana-Farber Center for Cancer Systems Biology. It has cut years off

the development of a human protein-protein interaction map?” Open ‘
Marc Vidal

Dana-Farber Cancer Institute BlOSYSTEMS

Why experiment when you can discover?

Toll Free 888.412.2225
www.openbiosystems.com




BIOSUPPLYNET

<

A Current, Integrated Information Source

for Life Science Laboratory Supplies BIOSUPPLYNET

Find A Kit

Many suppliers offer time and
effort saving kits to perform
research techniques. Search our
exclusive database of available
research kits.

BioToolKit

An annotated directory of over
1000 links to online molecular
biology resources, including basic
research tools and advanced appli-
cations for genome, transcrip-
tome, and proteome data retrieval,
analysis, and visualization.

Featured Subject Areas
Download free protocols, back-
ground information and find
suppliers  for reagents and
equipment for the hottest fast-
growing research methods and
areas of interest.

Featured Protocols

Download free protocols from
Cold Spring Harbor Laboratory
Press manuals, and find sources
for the reagents and equipment

needed.
Career Center

Find or place listings for available
positions in academic research,
pharmaceutical companies, clini-
cal research facilities, and the
biotechnology industry.

£) )

Searching

Searching is very convenient. Info
on over 20,000 products from
over 6,500 suppliers is right at
your finger tips.

CSHL Press Announces the New and Improved BioSupplyNet.com!

* CSHL Press has relaunched BioSupplyNet, adding new features and

improved functionality
* SAVE TIME! No need to search through stacks of catalogs and numerous websites
* Over 20,000 products and supplies listed (indexed by type and/or by company)
* Over 6,500 prominent suppliers participating and the number continues to grow
e Searching is FAST and EASY
* NO REGISTRATION necessary

In addition to searching for products, Scientists can quickly:

* Get immediate inside info about new products and special deals
* Find kits to perform research techniques

* Visit Featured Subject Areas containing background info, free protocols, hottest
fast-growing research methods and more! Now featuring PCR and RNAi

* Download free protocols from Cold Spring Harbor Laboratory Press manuals
* Visit our Career Center to search and post job listings

* Get up to the minute Science news

* Order Catalogs

e Sign up for Newsletters

Visit BioSupplyNet Today!

ww.biosupplynet.com



THE SEARCH FOR INTELLIGENT SNP SELECTION IS OVER

INTRODUCING INFINIUM™ WHOLE-GENOME GENOTYPING

e Unrestricted genome-wide access
* Industry-leading call rates, accuracy and reproducibility
e Fully integrated 100K, 250K and 500K solutions—
with automation and LIMS options

Look into Infinium.
Visit www.illumina.com/infinium

illumina

© lllumina, Inc. 2006. All rights reserved. making sense out Of ||fe




The world is
your BeadChip.

With Infinium™ Whole-Genome Genotyping you get:

* The most comprehensive genomic coverage across —
multiple populations.

* A common workflow solution—from arrays for
whole-genome association studies to solutions
for targeted applications and fine mapping.

* More information value at every locus, with call
rates greater than 99%.

See what Infinium can do for you.
www.illumina.com/infinium

illumina’

© lllumina, Inc. 2006. All rights reserved.



NEW
ENGLAND
BIOLABS

K. lactis Protein Expression Kit from New England Biolabs
YEAST PROTEIN EXPRESSION MADE EASY

The K. lactis Protein Expression Kit provides a simple method to clone and express your gene gi%TeXQ::gn - v
of interest in the yeast Kluyveromyces lactis. This system offers many advantages over bacterial
systems and eliminates the methanol containing medium and antibiotic requirements of gsﬁ's‘i’t;“gmgu - v
Pichia pastoris. With easy-to-use protocols and highly competent K. /actis cells included, this
; ; Yeast Competent
system can take you from bench top to large scale production with ease. Colle Included
Advantages: Methanol-free
= High yield protein expression = Fase-of-use for those inexperienced with growth media
= Rapid high cell density growth yeast systems ) otic-free
= Methanol-free growth media = Yeast competent cells included Selection 4
= Plasmid integration enhances stability = No license required for research use Enhanced
" Acetamide 'selection enricheslfor . multi-copy integration
multi-copy integrants, enhancing yield K. lactis Protein Expression Kit ............ E1000 Protein folding
= Tight control of gene expression enables and glycosylation 4
expression of toxic genes Kit components sold separately
= Access to eukaryotic protein folding and K. lactis GG799 Competent Cells Expression of
h . genes toxic to 4
glycosylation machinery pKLACT Vector .............................. E col

= Simultaneous expression of multiple proteins
Quick comparison of K. lactis and P. pastoris expression systems.

For more information and international distribution network, please visit www.neb.com
NEW ENGLAND

ioLabs:.

the leader in enzyme technology

= New England Biolabs Inc. 240 County Road, Ipswich, MA 01938 USA 1-800-NEB-LABS Tel. (978) 927-5054 Fax (978) 921-1350 info@neb.com
= Canada Tel. (800) 387-1095 info@ca.neb.com = Germany Tel. 0800/246 5227 info@de.neb.com
= UK Tel. (0800) 318486 info@uk.neb.com = China Tel. 010-82378266 beijing@neb-china.com



BigEasy Linear Cloning System

6-20 kb Oxytricha inserts

Figure 2. Oxytricha trifallax genomic
DNA (75-85% AT) sheared to 6-20 kb
and cloned into the pJAZZ-KA linear
vector.
- In association with Vincent Magrini,
Washington University
Genome Sequencing Center; and
Thomas Doak, Princeton University

SetA (0.3-0.7kb) SetB (0.7-2kb)
10 16 18
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Figure 3. cDNA library of highly
repetitive sequences (300-700 bp)
cloned into the pJAZZ-KA linear vector.

- In association with David Wilson,
Xenome Corporation

6-20 kb Mouse inserts

-=H---===~=i-=-r’=:

Figure 4. Mouse genomic DNA sheared
0 6-20 kb and cloned into the pJAZZ-KA
linear vector.

3-45 kb Human inserts

Marker M1 1 2 3 4 5 6 7 8 9 10 Ins. Lig. M1 M2

Figure 5. Notl-cut human DNA cloned
into the pJAZZ-KA linear vector.

“The Tetrahymena genome is very AT-rich, and therefore it is difficult to construct
large-insert libraries, which are useful in assembling whole genome shotgun
sequences. The library construction team at TIGR had tried several times using
plasmid and fosmid vectors, but the largest size range we could obtain was 4-6
kb. Lucigen was able to provide a library in pJAZZ-KA with an average insert size
of 12 kb and some inserts as large as 20 kb”

Dr. Robert Coyne,

The Institute for Genomic Research,
Bethesda, MD

Lucigen’s new BigEasy Linear Cloning System provides unprecedented accuracy
and ease for cloning large or difficult DNA inserts of any size (up to 30 kb).
Unlike all other plasmid cloning vectors, the pJAZZ™-KA vector in the BigEasy
Kit is linear, rather than circular. The BigEasy linear vector is the highest stability
cloning system known.

Relax! No supercoiling.
The linear pJAZZ-KA vector avoids the supercoiling that can induce instability
with conventional plasmid vectors.

Includes CloneSmart® technology for added stability.
Lucigen’s patented transcription-free insertion site in the pJAZZ-KA vector
prevents transcription/translation of the insert.

Convenient pre-cut vector.
The ready-to-use pJAZZ-KA vector provides high cloning efficiency with a low
background (less than 5%), offering speed and convenience (see Figure 1).

The easiest-ever cloning of large “difficult-to-clone” DNAs.

Large and highly AT-rich inserts are completely stable in the pJAZZ-KA vector
(see Figures 2-5). Figures 2-4: Not | digests of recombinant clones. Vector
bands=12 kb and 2 kb.

Multiple
Cloning Site

T /\ (T) P o
L] | repA |
<« —_—

Figure 1. Schematic diagram of the pJAZZ-KA vector. telN, protelomerase gene; RepA, replication factor
and low copy origin of replication (~4 per cell; inducible to 20-40 per cell), cB, replication control factor;
Kan, Kanamycin resistance gene; Amp, Ampicillin resistance gene. Approximate positions of CloneSmart
transcription terminators (T) are indicated.

Visit us at
.Iucigen.cOm

. for More
Informatiop,

\/

—_—— ® . .
Lucigen Corporation
L u C l e n 2120 West Greenview Drive
Middleton, WI 53562
www.lucigen.com
888.575.9695



CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

University of California, Santa Barbara
Systems Biology Endowed Chair

The University of California, Santa Barbara seeks to hire a highly creative
and productive individual to fill an endowed chair in Systems Biology.

The opening has resulted from an innovative philanthropic gift that will
enable UCSB to jump-start new fields of scholarly inquiry and to strengthen
existing cutting-edge research programs across disciplines through the
recruitment of eminent scholars. The endowment for these chairs has been
generously donated by UCSB Chemical Engineering Professor Duncan
Mellichamp and his wife, Suzanne.

It is anticipated that the faculty position will be filled at the senior level, but
junior level candidates with exceptional records are also encouraged to
apply. UCSB’s Engineering and Life Science programs are consistently
ranked among the top in the world. Much of this success can be attributed to
UCSB’s unique environment for multidisciplinary collaboration, and its
recognized strengths in supporting departments including Chemical
Engineering, Mechanical Engineering, Computer Science, Materials,
Electrical and Computer Engineering, Molecular and Cellular Biology,
Ecology Evolution and Marine Biology, Chemistry and Biochemistry,
Mathematics and Physics. UCSB’s core strengths in Systems Biology are
supported and enhanced by a collection of interdisciplinary research and
education centers, including the ARO-sponsored Institute for Collaborative
Biotechnologies, the Center for Control Engineering and Computation, the
California NanoSystems Institute, the NSF-sponsored Materials Research
Laboratory, the NSF-sponsored Center for Bio-image Informatics and the
Kavli Institute for Theoretical Physics.

A recent initiative at UCSB is a new graduate Program in Biomolecular
Science and Engineering (BMSE), which has brought faculty and

students together from the above departments to work on challenging
interdisciplinary problems in biochemistry, molecular biology,
bioengineering and biomolecular materials. The new Institute for
Collaborative Biotechnology (ICB), a $50 million ARO-funded research
partnership with Caltech and MIT, has significant thrusts in systems analysis
and modeling of complex biological networks. It is anticipated that the
successful candidate would become actively engaged in both BMSE and
ICB.

The academic appointment may be in one or more of the departments
mentioned above, or affiliation in some combination of departments,
programs, and/or organized research units. Highly qualified individuals
from all backgrounds relevant to Systems Biology are encouraged to apply.
Specific areas of interest include, but are not limited to: bio-image analysis
& modeling, synthetic biology, bioinformatics, computational biology,
biomolecular motors, developmental networks and systems analysis of
biological networks.

The search committee is especially interested in candidates who can
contribute to the diversity and excellence of the academic community
through research, teaching and service.

Application for the position is open until it is filled. Review of applications
will begin immediately; those received by December 31, 2006 will be
considered for the first round of interviews. Applications must be
submitted electronically in PDF format to:
sysbioch@engineering.ucsb.edu

Applications should contain a letter briefly outlining career plans, a
statement of research and teaching interests, curriculum vitae, and names
and contact information for 3 — 5 references. Address applications to:

Systems Biology Search Committee
University of California, Santa Barbara
Attention: Department of Chemical Engineering

The University of California is an
equal opportunity, affirmative action employer

WEILL CORNELL

MEDICAL COLLEGE IN QATAR

FACULTY

POSITIONS

In a pioneering international initiative, Weill Medical
College of Cornell University established the Weill Cornell
Medical College in Qatar (WCMC-Q) through a unique
partnership with the Qatar Foundation for Education,
Science and Community Development. Located in Doha,
Qatar, and in its fourth year of operation, Weill Medical
College of Cornell University seeks candidates for faculty
positions to teach in Doha in:

GENETICS

Following a two-year Pre-medical Program, the inaugural
class has now completed the first year of the traditional
four-year education program leading to the Cornell
University M.D. degree, which they will receive in May
2008. The medical program at WCMC-Q replicates the
admission standards and the innovative problem-based
curriculum, which includes, among other things,
integrated, multidisciplinary basic science courses that
are the hallmark of the Weill Medical College of

Cornell University.

Faculty, based in Doha, will be expected to teach their
specialty and to contribute to the academic life of the
Medical College. This unique program provides the
successful applicant with the opportunity to leave his/her
mark on a pioneering venture. A state of the art research
program, to be housed in WCMC-Q and focused on
genetics with an emphasis on diabetes, obesity,
hypertension and metabolic bone disease will be initiated
within the next year. Teaching and research facilities are
situated within a brand new building designed to Cornell
specifications and located in Education City in Doha
amongst other American universities.

Al faculty members at WCMC-Q are appointed by the
academic departments at Weill Medical College of
Cornell University.

Further details regarding the WCMC-Q program and
facilities can be accessed at: www.qgatar-med.cornell.edu.

Candidates should have a M.D., Ph.D. or M.D./Ph.D. or
equivalent terminal degree. Salary is commensurate with
training and experience and is accompanied by an
attractive foreign-service benefits package. Applicants
should submit a letter of interest outlining their teaching
and research experience and curriculum vitae to:

facultyrecruit@qatar-med.cornell.edu

*Please quote Faculty Search #05-007-gd
on all correspondence
Weill Medical College of Cornell University is an equal
opportunity, affirmative action educator and employer.

The screening of applications will begin immediately and
continue until suitable candidates are identified.




Genome Research
seeks an Assistant Editor

Genome Research is an international, continuously published, peer-reviewed journal that
focuses on research that provides novel insights into the genome biology of all organisms,
including advances in genomic medicine. The journal was launched in August 1995 by Cold
Spring Harbor Laboratory (CSHL) Press and is currently ranked fourth among all primary
research genetics publications, second in biotechnology, and in the top ten of all biochemistry
and molecular biology publications.

Cold Spring Harbor Laboratory Press seeks a scientist interested in making a career in the
communication of science to fill the position of Assistant Editor at Genome Research.

The applicant must have, or be about to receive, a Ph.D. in the biological sciences, preferably
with experience in genetics and genomic science. The successful candidate will assist the
Executive Editor of the journal in manuscript selection and negotiation with authors, peer
reviewers, and Editorial Board members; commissioning reviews and features; representing

the journal at conferences; and identifying emerging trends. Strong communication and
organizational skills, creativity, ability to meet deadlines, and the capacity to handle many
projects at once are significant requirements. Broad interests in science and experience in the
communication of science would be helpful. We seek a team player with energy, enthusiasm,
and excellent interpersonal skills who is comfortable interacting with scientists at all levels.

CSHL Press is affiliated with Cold Spring Harbor Laboratory, located on the North Shore of
Long Island, 35 miles from New York City. We offer a competitive salary and benefits
package.

Please submit a curriculum vitae and a cover letter explaining your interest in the position to:

Human Resources Department
Cold Spring Harbor Laboratory
1 Bungtown Road
Cold Spring Harbor, NY 11724
jobline@cshl.org
FAX 516-367-6850




GORDON
RESEARCH
CONFERENCES

GRC is holding over 180 meetings in 2007. A few upcoming meetings that may be
of particular relevance to Genome Research readers are listed below.

4 )
AGRICULTURAL SCIENCE

March 11-16, 2007
Four Points Sheraton: Harbortown
Ventura, CA
Chairs: Ken Feldmann & Wilhelm Gruissem

th

TEMPERATURE STRESS IN PLANTS

January 21-26, 2007
Four Points Sheraton: Harbortown
Ventura, CA
Chairs: Elizabeth Vierling & Kazuko Yamaguchi-Shinozaki

STRUCTURAL, FUNCTIONAL & EVOLUTIONARY GENOMICS

July 29-Aug 3, 2007
Wellcome Trust Conference Centre
Hinxton, U.K.

Chair: Eugene Koonin

HUMAN GENETICS & GENOMICS

July 22-27, 2007
Salve Regina University
Newport, RI
Chair: James Lupski

EVOLUTIONARY & ECOLOGICAL FUNCTIONAL GENOMICS

July 8-13, 2007
Salve Regina University
Newport, RI
Chair: Greg Wray

\ .
X /5 years at the frontiers of science: www.grc.org |
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Benomes, Medicine, and the Environment Conference
Hilton Head Island, SC, USA = October 16 - 18, 2008

REGISTER NOW

www.venterinstitute.org/gme = gme[@venterinstitute.org

Speakers Include: Nobel Laureate Sydney Brenner, M.D., Ph.D., The Salk Institute for Biological Studies = Katrina Edwards, Ph.D.,
Woods Hole Oceanographic Institute ® Antoine Danchin, Ph.D., Institute Pasteur = Nicole Dublier, Ph.D., Scientist, Max Planck Institute for Marine
Microbiology = Susan Taylor, Ph.D., Professor, Howard Hughes Medical Institute, Department of Chemistry and Biochemistry, University of California, San

Diego = Edward W. Holmes, M.D., Vice Chancellor for Health Sciences, Dean, UCSD School of Medicine = David Cox, M.D., Ph.D., Perlegen
Sciences, Inc. ® Nobel Laureate Hamilton 0. Smith, M.D., J. Craig Venter Institute  Andrew Simpsaon, Ph.D., Ludwig Institute for Cancer Research

SPONSORED BY HOSTED BY:

45458k < CyBI0 Solexa DISGOUBRY J. Crai
\ i - e " : . Craig Venter
SR e BOMTWord - A g T :
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Organizing Committee

Chairman:
Stephen R. Heller, NIST, USA

Plants:
Michael Gale, John Innes Center, UK
Ed Kaleikau, USDA/CSREES, USA
Dave Matthews, USDA, ARS Cornell University, USA
Graham Moore, John Innes Center, UK
Jerome P. Miksche, Emeritus Director, USDA Plant
Genome Program, USA

Rod Wing, University of Arizona, USA

Animals:
Mary Delany, USA
Michel Georges, University of Liege, Belgium
Clare A. Gill, Texas A&M University, USA
Jim Reecy, USA

Abstract Coordinators:
Victoria Carollo, USDA, ARS, WRRC, USA
Gerard Lazo, USDA/ARS/WRRC, Albany, CA, USA
David Grant, USDA/ARS & lowa State University, USA

Sponsors

USDA, Agricultural Research Service
USDA, National Agricultural Library
USDA, NRI Competitive Grants Office
USDA,Cooperative State Research, Education, and
Extension Service (CSREES)
Rockefeller Foundation
John Innes Centre
NCGR, National Center for Genome Resources

Plant & Animal Genome XV
The International Conference on the

Status of

Plant & Animal Genome Research

January 13-17, 2007
Town & Country Hotel
San Diego, Californa

Speakers

Martina Newell-McGloughlin,
University of California - Davis
Ian T. Baldwin,

Max Planck Institute for Chemical Ecology - Jena
Peter J. Hunter, University of Auckland
David Bartel, MIT
Susan McCouch, Cornell University
Detlef Weigel, Max Plank Institue - Tiibingen
Kirsten Lindblad-Toh, Harvard/MIT Broad Institute

Workshops

Abiotic Stress / Allele Mining / Apomixis Aquaculture / Banana
(Musa) Genomics / Barley / Bioinformatics / Brassicas /
Brachypodium Distachyon / Cattle/Sheep / Challenge Program:
Unlocking Crop Genetic Diversity for the Poor / Citrus
Compositae / Computer Demonstrations / Cotton / Compositae /
Connectrons Cool Season Legumes / Cururbit / Equine / Forage &
Turf Plants / Forest Trees Fruit and Nut Crops / Functional Genom-
ics / Host Pathogen Interactions / Insect Genetics / ICSB /ICGI /
Int'l Grape Genome Project / Int'l Lolium Genome
Initiative / IGGI / ITMI / Large-Insert DNA Libraries and Their
Applications / Legumes/ Maize / Microarray Analysis /
Molecular Markers for Plant Breeders/ Mutation Screening /
NRSP-8 / NC 1010 Development and Implemention of
Ontologies in the Database / Organellar Genetics / Plant
Cytogenetics / Plant Development and Signal Networks /
InteragencyWorking Group on Plant Genomics / Plant
Interactions with Pests and Pathogens / Plant Transgene
Genetics / Plant Reproductive Genomics / Polyploidy / Poultry /
Proteomics / QTL Cloning / Reduced-representation /Sequencing
Methods and Applications / Rice / Rice Blast /

Root Genomics / Solanaceae / Sorghum and Millets / Soybean Ge-
nomics / Statistical Genomics / Sugar Beet / Swine /
Swine Genome Sequencing / TAIR /

Weedy and Invasive Plant Genomics

Organizer
Scherago International
525 Washington Blvd., Ste. 3310
Jersey City, NJ 07310
201-653-4777 x20
201-653-5705
E-mail: pag@scherago.com

For complete details, including on-line registration, visit our website at
www.intl-pag.org




Register by September 15th and Save up to $200!

Target Discovery &
Target Validation Strategies

October 23-26, 2006 * World Trade Center * Boston, M 1/

77/ CONCURRENT CONFERENCES

PRECLINICAL DISEASE MODELS
To Identify and Validate Novel Targets S

RNAi

From Target Discovery & Validation to
Therapeutic Development

EXECUTIVES ON TARGET

4 Maximizing the Impact of Drug Discovery

CHEMICAL GENOMICS >
Small Molecules to Discover Targets

ION CHANNELS
An Emerging Target

PLUS! PRE-CONFERENCE EVENTS

1T

. B FF, LTD.
Slgnature SPonsor: '@‘s INTELLECTUAL PROPERTY LAW

GenomatiX| cene «£>LOGIC
unde

lerstanding gene regulation VASTOX

Reference Keycode S54AD when registering online

www.DiscoveryOnTarget.com

| ] . .
Cambndge Healthtech Institute 250 First Avenue, Suite 300, Needham, Massachusetts 02494 o T: 617-630-1300 o foll-free in the U.S. 888-999-6288 o F: 617-630-1325 ® www.healthtech.com
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